7 7 



ggggagaaga cggcgaggaa gcttctggag gagtggggga gcctggaagc 


cctcctcaag 


660 


aacctggacc 


qqctqaaqcc 

33 3 3 


cqccatccqa 


gagaagatcc 


taacccacat 


ggacgatctg 


720 


aagctctcct 


qqqacctgqc 


caaqqtqcqc 


accgacctgc 


ccctaoaaat 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 


taoaciaaQCt 

»-y y <-*y <-*yy <- 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccc tcraacraa 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


geaaggagee 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


qcQQQQCtaa 


aggacctcaa 


ggaggtccgg ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


QCCtccraaciQ 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg gtggcgcggc 


getaeggggg ggagtggacg 


1200 


qaqqacqccq 


cccaccgggc 


ppf- r~i /-i +- /~> f" r^r 


y ay aggc tec 


ateggaaect 


ccttaagcgc 


1260 


Ctcqaqqqqq 


aggagaagct 


tLLL tyyccc 


■f* a /"« /™» ^ /i cr o jt 

taCCaCyayy 


tggaaaagee 


cctctcccgg 


1320 


gtcctggccc 


atataaaoac 


^-ct^-*— yy y y Lei 


cyycgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


l -3 v '33 w 33 61 


yd. L- i_i^y ^ 


c u eg ay y ayy 


aggtcttccg 


ettggeggge 


1440 


caccccttca 


acctcaactc 


o y y y a, ciy 


ctyyaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaageget 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


qqqaqqccca 

3 3 3 ^3 3 ^ ^ ^ 


ccccatcgtg 


gagaagatcc 


tccagcaccg ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gecaegggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg ggccttcgtg 


1800 


qccqaqqcqq 

3333^33 


Q 1 1 CTQQC cr fc t 


ggtggccctg 


gaetatagee 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccaqqqacqa 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cqqqcqqcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


egaggaggeg 


gtggccttta 


tagagegcta 


cttccaaagc 


2100 


ttccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


aggggaggaa 


geggggctae 


2160 


gtggaaaccc 


tcttcggaag 


aaggegctae 


gtgcccgacc 


tcaacgcccg ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 




- 650 - 



ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 2400 
gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 2460 
gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 2517 
<210> 510 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 510 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 
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Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val ^ Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 



Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glii Asp Trp Leu Ser Ala Lys 
820 825 830 



Gly His His His His His His 
835 
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<210> 511 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 511 

gcctaccgca ccttctttgc cctgaagggc etc 33 
<210> 512 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 512 

gaggcccttc agggcaaaga aggtgcggta ggc 33 
<210> 513 
<211> 2517 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 513 

atgaattegg ggatgetgee cctctttgag cccaagggcc gggtcctcct ggtggacggc 60 
caccacctgg cctaccgcac cttccacgcc ctgaagggee tcaccaccag ceggggggag 120 
ccggtgcagg eggtctaegg cttcgccaag agcctcctca aggccctcag agaggaeggg 180 
gacgcggtga tcgtggtctt tgacgecgag gccccctcct tccgccacga ggcctacggg 240 
gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 300 
aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta egaggeggae 360 
gaegtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 420 
accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 480 
gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 540 
gccgactacc gggccctgac eggggacgag tccgacaacc ttcccggggt caagggcatc 600 
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ggggagaaga 


cggcgaggaa 


gcttctggag gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 

ZJ ZJ 3 w ZJ w 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcc 1 1 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cqccaqqqqc 


qqccqcqtqc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


qqaqqtccqq 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


qqqqacaacc 

3 3 3 3 w 3 v*>^ w 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccqaqqqq 


qtqqcqcqQC 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


qaqaqqctcc 

3 3 3 ZJ 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccqqqqta 


caqcQQcraca 

^33^333^3 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


qatccqccqc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


cracfcatacrcc 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


ccccccrqacrq 

^ ^ w ^ ^* 3 3 " 3 3 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


cgaggaggcg 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 


ttccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


aggggaggaa 


gcggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 
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ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 2400 
gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 2460 
gaggtgggga tgggggagga ctggctttcc gccaagggtc accaccacca ccaccac 2517 
<210> 514 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 514 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 



- 656 - 



Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 
835 



<210> 515 
<211> 33 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 515 

ctcctcaagg ccctcagaga ggacggggac gcg 33 

<210> 516 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 516 

cgcgtccccg tcctctctga gggccttgag gag 33 

<210> 517 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 517 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccgag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccaccctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 
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aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


99aggtccgg ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 




ydyayycccc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctcc yy c c c 


caccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggt a 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccaccgcg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccct c 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


CCyCaCCCCC 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


cgaggaggcg 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 


ttccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


aggggaggaa 


gcggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 


ctcctccagg 


tcgccaacga 


gctcctcctg 


gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


catggagaag 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc 


gccaagggtc 


accaccacca 


ccaccac 


2517 



- 660 - 



<210> 


518 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


518 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 



Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He His 
625 630. 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 





835 


<210> 


519 


<211> 


33 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 
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<400> 519 

gacgacgtcc tggccaccct ggccaagaag gcg 33 

<210> 520 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 520 

cgccttcttg gccagggtgg ccaggacgtc gtc 33 

<210> 521 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 521 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccgag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgctcaa 


gcttctggag gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 
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gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


a gg a gggg aa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


cgaggaggcg 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 


ttccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


a 9999 a 99 aa 


gcggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 


ctcctccagg 


tcgccaacga 


gctcctcctg 


gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


catggagaag 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc 


gccaagggtc 


accaccacca 


ccaccac 


2517 



<210> 522 
<211> 839 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 522 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 
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Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 
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Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 
835 

<210> 523 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 523 

ggggagaaga cggcgctcaa gcttctggag gag 
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<210> 524 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 524 

ctcctccaga agcttgagcg ccgtcttctc ccc 33 

<210> 525 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 525 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccgag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggaggggctt 


aaggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 
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gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


ggg&ggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


cgaggaggcg 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 


ttccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


aggggaggaa 


gcggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 


ctcctccagg 


tcgccaacga 


gctcctcctg 


gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


catggagaag 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc 


gccaagggtc 


accaccacca 


ccaccac 


2517 



<210> 526 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 526 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 



Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 
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Asp Leu Leu Ala Leu Ala Ala Ala 
325 

Ala Asp Pro Leu Ala Gly Leu Lys 
340 

Leu Ala Lys Asp Leu Ala Val Leu 

355 360 

Val Pro Gly Asp Asp Pro Met Leu 
370 375 

Asn Thr Thr Pro Glu Gly Val Ala 
385 390 

Glu Asp Ala Ala His Arg Ala Leu 
405 

Leu Leu Lys Arg Leu Glu Gly Glu 
420 

Glu Val Glu Lys Pro Leu Ser Arg 
435 440 

Gly Val Arg Arg Asp Val Ala Tyr 
450 455 

Ala Glu Glu lie Arg Arg Leu Glu 
465 470 

His Pro Phe Asn Leu Asn Ser Arg 
485 

Asp Glu Leu Arg Leu Pro Ala Leu 
500 

Arg Ser Thr Ser Ala Ala Val Leu 
515 520 

He Val Glu Lys He Leu Gin His 
530 535 

Thr Tyr Val Asp Pro Leu Pro Ser 
545 550 

Leu His Thr Arg Phe Asn Gin Thr 
565 

Ser Ser Asp Pro Asn Leu Gin Asn 
580 

Gin Arg He Arg Arg Ala Phe Val 
595 600 

Ala Leu Asp Tyr Ser Gin He Glu 
610 615 

Gly Asp Glu Asn Leu He Arg Val 
625 630 

Thr Gin Thr Ala Ser Trp Met Phe 
645 



Arg Gly Gly Arg Val His Arg Ala 
330 335 

Asp Leu Lys Glu Val Arg Gly Leu 
345 350 

Ala Ser Arg Glu Gly Leu Asp Leu 
365 

Leu Ala Tyr Leu Leu Asp Pro Ser 
380 

Arg Arg Tyr Gly Gly Glu Trp Thr 
395 400 

Leu Ser Glu Arg Leu His Arg Asn 
410 415 

Glu Lys Leu Leu Trp Leu Tyr His 
425 430 

Val Leu Ala His Met Glu Ala Thr 
445 

Leu Gin Ala Leu Ser Leu Glu Leu 
460 

Glu Glu Val Phe Arg Leu Ala Gly 
475 480 

Asp Gin Leu Glu Arg Val Leu Phe 
490 495 

Lys Lys Thr Lys Lys Thr Gly Lys 
505 510 

Glu Ala Leu Arg Glu Ala His Pro 
525 

Arg Glu Leu Thr Lys Leu Lys Asn 
540 

Leu Val His Pro Arg Thr Gly Arg 
555 560 

Ala Thr Ala Thr Gly Arg Leu Ser 
570 575 

He Pro Val Arg Thr Pro Leu Gly 
585 590 

Ala Glu Ala Gly Trp Ala Leu Val 
605 



Leu Arg Val Leu Ala His Leu Ser 
620 

Phe Gin Glu Gly Lys Asp He His 
635 640 

Gly Val Pro Pro Glu Ala Val Asp 
650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 
835 

<210> 527 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 527 

gagcccgacc gggaggggct taaggccttt ctggagagg 

<210> 528 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 528 

cctctccaga aaggccttaa gcccctcccg gtcgggctc 3 9 

<210> 529 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 529 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccgag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


c 99 c 9 a 99 aa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


t99 a 9 a 99 ct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggga 


ggggagaagc 


cccgggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 



- 674 - 



tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


cgaggaggcg 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 


ttccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


aggggaggaa 


gcggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 


ctcctccagg 


tcgccaacga 


gctcctcctg 


gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


catggagaag 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc 


gccaagggtc 


accaccacca 


ccaccac 


2517 



<210> 530 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 530 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 
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Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 
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Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 



Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 
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Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 
835 

<210> 531 

<211> 54 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 531 

cacgagttcg gccttctggg aggggagaag ccccgggagg aggccccctg gccc 

<210> 532 

<211> 54 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 532 

gggccagggg gcctcctccc ggggcttctc ccctcccaga aggccgaact cgtg 

<210> 533 

<211> 2517 

<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 533 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccgag gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


ctgcaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 
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ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


} 

ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


cgaggaggcg 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 


ttccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


aggggaggaa 


9*cggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 


ctcctccagg 


tcgccaacga 


gctcctcctg 


gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 
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gaggtgggga 


tgggggagga 


ctggctttcc 


gccaagggtc 


accaccacca 


ccaccac 


2517 



<210> 534 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 534 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

- 680 - 



Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 
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Gly Val Arg Arg Asp 
450 

Ala Glu Glu He Arg 
465 

His Pro Phe Asn Leu 
485 

Asp Glu Leu Arg Leu 
500 

Arg Ser Thr Ser Ala 
515 

He Val Glu Lys He 
530 

Thr Tyr Val Asp Pro 
545 

Leu His Thr Arg Phe 
565 

Ser Ser Asp Pro Asn 
580 

Gin Arg He Arg Arg 
595 

Ala Leu Asp Tyr Ser 
610 

Gly Asp Glu Asn Leu 
625 

Thr Gin Thr Ala Ser 
645 

Pro Leu Met Arg Arg 
660 

Gly Met Ser Ala His 
675 

Glu Ala Val Ala Phe 
690 

Arg Ala Trp He Glu 
705 

Val Glu Thr Leu Phe 
725 

Arg Val Lys Ser Val 
740 

Pro Val Gin Gly Thr 
755 

Leu Phe Pro Arg Leu 
770 



Val Ala Tyr Leu Gin Ala 
455 

Arg Leu Glu Glu Glu Val 
470 475 

Asn Ser Arg Asp Gin Leu 
490 

Pro Ala Leu Lys Lys Thr 
505 

Ala Val Leu Glu Ala Leu 
520 

Leu Gin His Arg Glu Leu 
535 

Leu Pro Ser Leu Val His 
550 555 

Asn Gin Thr Ala Thr Ala 
570 

Leu Gin Asn He Pro Val 
585 

Ala Phe Val Ala Glu Ala 
600 

Gin He Glu Leu Arg Val 
615 

He Arg Val Phe Gin Glu 
630 635 

Trp Met Phe Gly Val Pro 
650 

Ala Ala Lys Thr Val Asn 
665 

Arg Leu Ser Gin Glu Leu 
680 

He Glu Arg Tyr Phe Gin 
695 

Lys Thr Leu Glu Glu Gly 
710 715 

Gly Arg Arg Arg Tyr Val 
730 

Arg Glu Ala Ala Glu Arg 
745 

Ala Ala Asp Leu Met Lys 
760 

Arg Glu Met Gly Ala Arg 
775 



Leu Ser Leu Glu Leu 
460 

Phe Arg Leu Ala Gly 
480 

Glu Arg Val Leu Phe 
495 

Lys Lys Thr Gly Lys 
510 

Arg Glu Ala His Pro 
525 

Thr Lys Leu Lys Asn 
540 

Pro Arg Thr Gly Arg 
560 

Thr Gly Arg Leu Ser 
575 

Arg Thr Pro Leu Gly 
590 

Gly Trp Ala Leu Val 
605 

Leu Ala His Leu Ser 
620 

Gly Lys Asp He His 
640 

Pro Glu Ala Val Asp 
655 

Phe Gly Val Leu Tyr 
670 

Ala lie Pro Tyr Glu 
685 

Ser Phe Pro Lys Val 
700 

Arg Lys Arg Gly Tyr 
720 

Pro Asp Leu Asn Ala 
735 

Met Ala Phe Asn Met 
750 

Leu Ala Met Val Lys 
765 

Met Leu Leu Gin Val 
780 
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Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 
835 

<210> 535 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 535 

ctggccctgg ccgcctgcag gggcggccgc gtg 33 
<210> 536 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 536 

cacgcggccg cccctgcagg cggccagggc cag 33 
<210> 537 
<211> 2517 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 537 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 60 
caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 120 
ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 180 
gacgcggtga tcgtggtctt tgacgccgag gccccctcct tccgccacga ggcctacggg 24 0 
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gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctgaag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


c.cctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


c 99 c 999 ac 9 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


999 a 99ccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


c 9 a 99 a 99 c 9 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 
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ttccccaagg tgcgggcctg gatagaaaag accctggagg 


aggggaggaa 


gcggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 


ctcctccagg 


tcgccaacga 


gctcctcctg gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


catggagaag gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc gccaagggtc 


accaccacca 


ccaccac 


2517 



<210> 538 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 538 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 
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Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 . 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Lys Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 



Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 
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Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 



Gly His His His His His His 
835 
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<210> 539 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 539 

ggggagaaga cggcgaggaa gcttctgaag gagtggggga gc 42 

<210> 540 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 540 

gctcccccac tccttcagaa gcttcctcgc cgtcttctcc cc 42 

<210> 541 

<211> 2520 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 541 



atgaattcgg 


aggcgatgct 


gcccctcttt 


gagcccaagg 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttt 


gccctgaagg 


gcctcaccac 


cagccggggg 


120 


gagccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


cagagaggac 


180 


ggggacgcgg 


tgatcgtggt 


ctttgacgcc 


gaggccccct 


ccttccgcca 


cgaggcctac 


240 


ggggggtaca 


a 99 c 999 cc 9 


ggcccccacg 


ccggaggact 


ttccccggca 


actcgccctc 


300 


atcaaggagc 


tggtggacct 


cctggggttc 


acgcgcctcg 


aggtcccggg 


ctacgaggcg 


360 


gacgacgtcc 


tggccaccct 


ggccaagaag 


gcggaaaagg 


agggctacga 


ggtccgcatc 


420 


ctcaccgccg 


acaaagacct 


ttaccagctc 


ctttccgacc 


gcatccacgt 


cctccacccc 


480 


gaggggtacc 


tcatcacccc 


ggcctggctt 


tgggaaaagt 


acggcctgag 


gcccgaccag 


540 


tgggccgact 


accgggccct 


gaccggggac 


gagtccgaca 
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accttcccgg 


ggtcaagggc 


600 



T 

j 



atcggggaga 


agacggcgct 


caagcttctg 


gaggagtggg 


ggagcctgga 


agccctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


780 


gccaaaaggc 


gggagcccga 


ccgggagggg 


cttaaggcct 


ttctggagag 


gcttgagttt 


840 


ggcagcctcc 


tccacgagtt 


cggccttctg 


ggaggggaga 


agccccggga 


ggaggccccc 


900 


tggcccccgc 


cggaaggggc 


cttcgtgggc 


tttgtgcttt 


cccgcaagga 


gcccatgtgg 


960 


gccgatcttc 


tggccctggc 


cgcctgcagg 


ggcggccgcg 


tgcaccgggc 


agcagacccc 


1020 


ttggcggggc 


taaaggacct 


caaggaggtc 


cggggcctcc 


tcgccaagga 


cctcgccgtc 


1080 


ttggcctcga 


gggaggggct 


agacctcgtg 


cccggggacg 


accccatgct 


cctcgcctac 


1140 


ctcctggacc 


cttcgaacac 


cacccccgag 


ggggtggcgc 


ggcgctacgg 


gggggagtgg 


1200 


acggaggacg 


ccgcccaccg 


ggccctcctc 


tcggagaggc 


tccatcggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcctttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccatatgga 


ggccaccggg 


gtacggcggg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


cagctggaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttgaagaa 


gacgaagaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


gtggagaaga 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggacgggc 


1680 


cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtccgcacc 


cccttgggcc 


agaggatccg 


ccgggccttc 


1800 


gtggccgagg 


cgggttgggc 


gttggtggcc 


ctggactata 


gccagataga 


gctccgcgtc 


1860 


ctcgcccacc 


tctccgggga 


cgaaaacctg 


atcagggtct 


tccaggaggg 


gaaggacatc 


1920 


cacacccaga 


ccgcaagctg 


gatgttcggc 


gtccccccgg 


aggccgtgga 


ccccctgatg 


1980 


cgccgggcgg 


ccaagacggt 


gaacttcggc 


gtcctctacg 


gcatgtccgc 


ccataggctc 


2040 


tcccaggagc 


ttgccatccc 


ctacgaggag 


gcggtggcct 


ttatagagcg 


ctacttccaa 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aagaccctgg 


aggaggggag 


gaagcggggc 


2160 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


2220 


agcgtcaggg 


aggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


2280 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


2340 
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atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 2400 
gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 2460 
gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 2520 
<210> 542 
<211> 840 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 542 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Ala Val 
50 55 60 

lie Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr 
65 70 75 80 

Gly Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
85 90 95 

Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg 
100 105 110 

Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala 
115 120 125 

Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp 
130 135 140 

Lys Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro 
145 150 155 160 

Glu Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 

Arg Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser 
180 185 190 

Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu Lys 
195 200 205 

Leu Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp 
210 215 220 
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Arg Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp 
225 230 235 240 

Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys 
260 265 270 

Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 

Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro Pro Pro 
290 295 300 

Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp 
305 310 315 320 

Ala Asp Leu Leu Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 335 

Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 

Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 

Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro 
370 375 380 

Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 

Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 

Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 455 460 

Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 475 480 

Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 505 510 

Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
515 520 525 

Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
530 535 540 

Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
545 550 555 560 
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Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 

Gly Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
595 600 605 

Val Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He 
625 630 635 640 

His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 

Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr 
675 680 685 

Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 

Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 

Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
770 775 780 

Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 800 

Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 

Lys Gly His His His His His His 
835 840 

<210> 543 

<211> 2520 

<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 543 



atgaattcgg 


aggcgatgct 


gcccctcttt 


gagcccaagg 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttt 


gccctgaagg 


gcctcaccac 


cagccggggg 


120 


gagccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


cagagaggac 


180 


ggggacgcgg 


tgatcgtggt 


ctttgacgcc 


gaggccccct 


ccttccgcca 


cgaggcctac 


240 


ggggggtaca 


aggcgggccg 


ggcccccacg 


ccggaggact 


ttccccggca 


actcgccctc 


300 


atcaaggagc 


tggtggacct 


cctggggttc 


acgcgcctcg 


aggtcccggg 


ctacgaggcg 


360 


gacgacgtcc 


tggccaccct 


ggccaagaag 


gcggaaaagg 


agggctacga 


ggtccgcatc 


420 


ctcaccgccg 


acaaagacct 


ttaccagctc 


ctttccgacc 


gcatccacgt 


cctccacccc 


480 


gaggggtacc 


tcatcacccc 


ggcctggctt 


tgggaaaagt 


acggcctgag 


gcccgaccag 


540 


tgggccgact 


accgggccct 


gaccggggac 


gagtccgaca 


accttcccgg 


ggtcaagggc 


600 


atcggggaga 


agacggcgct 


caagcttctg 


aaggagtggg 


ggagcctgga 


agccctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


780 


gccaaaaggc 


gggagcccga 


ccgggagggg 


cttaaggcct 


ttctggagag 


gcttgagttt 


840 


ggcagcctcc 


tccacgagtt 


cggccttctg 


ggaggggaga 


agccccggga 


ggaggccccc 


900 


tggcccccgc 


cggaaggggc 


cttcgtgggc 


tttgtgcttt 


cccgcaagga 


gcccatgtgg 


960 


gccgatcttc 


tggccctggc 


cgcctgcagg 


ggcggccgcg 


tgcaccgggc 


agcagacccc 


1020 


ttggcggggc 


taaaggacct 


caaggaggtc 


cggggcctcc 


tcgccaagga 


cctcgccgtc 


1080 


ttggcctcga 


gggaggggct 


agacctcgtg 


cccggggacg 


accccatgct 


cctcgcctac 


1140 


ctcctggacc 


cttcgaacac 


cacccccgag 


ggggtggcgc 


ggcgctacgg 


gggggagtgg 


1200 


acggaggacg 


ccgcccaccg 


ggccctcctc 


tcqqaqaqqc 


tccatcggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcctttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccatatgga 


ggccaccggg 


gtacggcggg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


cagctggaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttgaagaa 


gacgaagaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


gtggagaaga 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggacgggc 


1680 
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cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtccgcacc 


cccttgggcc 


agaggatccg 


ccgggccttc 


1800 


gtggccgagg 


cgggttgggc 


gttggtggcc 


ctggactata gccagataga gctccgcgtc 


1860 


ctcgcccacc 


tctccgggga 


cgaaaacctg 


atcagggtct 


tccaggaggg 


gaaggacacc 


1920 


cacacccaga 


ccgcaagctg 


gatgttcggc 


gtccccccgg 


aggccgtgga 


ccccctgatg 


1980 


cgccgggcgg 


ccaagacggt 


gaacttcggc 


gtcctctacg gcatgtccgc 


ccataggctc 


2040 


tcccaggagc 


ttgccatccc 


ctacgaggag 


gcggtggcct 


ttatagagcg 


ctacttccaa 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aagaccctgg 


aggaggggag 


gaagcggggc 


2160 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


2220 


agcgtcaggg 


aggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


2280 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


2340 


atgctcctcc 


aggtcgccaa 


cgagctcctc 


ctggaggccc 


cccaagcgcg 


ggccgaggag 


2400 


gtggcggctt 


tggccaagga 


ggccatggag 


aaggcctatc 


ccctcgccgt 


gcccctggag 


2460 


gtggaggtgg 


ggatggggga 


ggactggctt 


tccgccaagg 


gtcaccacca 


ccaccaccac 


2520 



<210> 544 

<211> 840 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 544 

Met Asn Ser Glu Ala Met Leu Pro 
1 5 

Leu Leu Val Asp Gly His His Leu 
20 

Lys Gly Leu Thr Thr Ser Arg Gly 
35 40 

Phe Ala Lys Ser Leu Leu Lys Ala 
50 55 

He Val Val Phe Asp Ala Glu Ala 
65 70 

Gly Gly Tyr Lys Ala Gly Arg Ala 
85 



Leu Phe Glu Pro 
10 

Ala Tyr Arg Thr 
25 

Glu Pro Val Gin 



Leu Arg Glu Asp 
60 

Pro Ser Phe Arg 
75 

Pro Thr Pro Glu 
90 



Lys Gly Arg Val 
15 

Phe Phe Ala Leu 
30 

Ala Val Tyr Gly 
45 

Gly Asp Ala Val 



His Glu Ala Tyr 
80 

Asp Phe Pro Arg 
95 
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Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg 
100 105 110 

Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala 
115 120 125 

Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp 
130 135 140 

Lys Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro 
145 150 155 160 

Glu Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 

Arg Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser 
180 185 190 

Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu Lys 
195 200 205 

Leu Leu Lys Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp 
210 215 220 

Arg Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp 
225 230 235 240 

Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys 
260 265 270 

Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 

Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro Pro Pro 
290 295 300 

Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp 
305 310 315 320 

Ala Asp Leu Leu Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 335 

Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 

Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 

Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro 
370 375 380 

Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 

Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 



Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 
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His Glu Val 
435 

Thr Gly Val 
450 

Leu Ala Glu 
465 

Gly His Pro 
Phe Asp Glu 



Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
440 445 

Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
455 460 

Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
470 475 480 

Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 505 510 



Lys Arg Ser 
515 

Pro He Val 
530 

Asn Thr Tyr 
545 

Arg Leu His 
Ser Ser Ser 



Gly Gin Arg 
595 



Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
520 525 

Glu Lys He Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
535 540 

Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
550 555 560 

Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu 
580 585 590 

He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu. 
600 605 



Val Ala Leu 
610 

Ser Gly Asp 
625 

His Thr Gin 

Asp Pro Leu 

Tyr Gly Met 
675 

Glu Glu Ala 
690 

Val Arg Ala 
705 

Tyr Val Glu 
Ala Arg Val 



Met Pro Val 
755 



Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu 
615 620 

Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He 
630 635 640 

Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 

Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr 
680 685 

Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
695 700 

Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
710 715 720 

Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 

Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
760 765 
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Lys Leu Phe Pro Arg Leu Arg 
770 775 



Glu Met Gly Ala Arg Met Leu Leu Gin 
780 



Val Ala Asn Glu Leu Leu Leu 
785 790 



Glu Ala Pro Gin Ala Arg Ala Glu Glu 
795 800 



Val Ala Ala Leu Ala Lys Glu 
805 



Ala Met Glu Lys Ala Tyr Pro Leu Ala 
810 815 



Val Pro Leu Glu Val Glu Val 
820 



Gly Met Gly Glu Asp Trp Leu Ser Ala 
825 830 



Lys Gly His His His His His 
835 



His 
840 



<210> 545 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 545 

ggggagaaga cggcgctcag gcttctgaag gagtggggga gcctggaagc 50 

<210> 546 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 546 

gcttccaggc tcccccactc cttcagaagc ttgagcgccg tcttctcccc 50 

<210> 547 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 547 

ctggtcggga cggacgccaa tgagggtgtg aag 33 
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<210> 548 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 548 

gtccgtcccg accagaat 18 

<210> 549 

<211> 1008 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 549 



atgggtgcgg 


atattggtga 


cctctttgag 


agggaagagg 


tcgagcttga 


gtacttctca 


60 


ggaaagaaaa 


ttgccgttga 


tgctttcaac 


acgctatacc 


agttcatctc 


gataataagg 


120 


cagcctgacg 


gtacgccgtt 


aaaggactca 


cagggcagaa 


tcacctctca 


cctttccgga 


180 


atcctataca 


gagtctccaa 


catggtcgag 


gtgggaatca 


ggccggtgtt 


tgtattcgac 


240 


ggagagccac 


cggagttcaa 


gaaggctgaa 


attgaggaga 


ggaaaaagag 


aagggctgag 


300 


gcagaggaga 


tgtggattgc 


ggctttgcag 


gcaggagata 


aggacgcgaa 


aaagtatgct 


360 


caggctgcag 


ggagggttga 


cgagtacatt 


gttgactccg caaagacgct 


tttaagttac 


420 


atggggattc 


cctttgtcga 


tgccccgtct 


gaaggagagg 


cgcaggctgc 


ttacatggca 


480 


gcaaaaggcg 


atgtggagta 


cacaggaagc 


caggattacg 


attctctgct 


cttcggaagc 


540 


ccgagactcg 


ccagaaatct 


cgcaataacg 


ggaaaaagga 


agcttcccgg 


caaaaatgtc 


600 


tatgtggatg 


taaagccgga 


gataataatt 


ctggaaagca 


acctcaaaag 


gctgggtttg 


660 


acgagggagc 


agctcatcga 


catagcgatt 


ctggtcggga 


cggacgccaa 


tgagggtgtg 


720 


aagggtgtcg 


gcgtcaagaa 


ggctttgaac 


tacatcaaga 


cctacggaga 


tattttcagg 


780 


gcactcaagg 


ctctgaaagt 


aaatattgac 


cacgtagagg 


agataaggaa 


tttcttcctg 


840 


aatcctcctg 


tgactgacga 


ctacagaata 


gagttcaggg 


agcctgactt 


tgagaaggcc 


900 


atcgagttcc 


tgtgcgagga 


gcacgacttc 


agcagggaga 


gggtcgagaa 


ggccttggag 


960 


aagctcaaag 


ctctgaagtc 


aacccaggcc 


acgcttgaga 


ggtggttc 




1008 
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<210> 550 
<211> 336 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 550 

Met Gly Ala Asp lie Gly Asp Leu Phe Glu Arg Glu Glu Val Glu Leu 
15 10 15 

Glu Tyr Phe Ser Gly Lys Lys lie Ala Val Asp Ala Phe Asn Thr Leu 
20 25 30 

Tyr Gin Phe lie Ser lie lie Arg Gin Pro Asp Gly Thr Pro Leu Lys 
35 40 45 

Asp Ser Gin Gly Arg lie Thr Ser His Leu Ser Gly lie Leu Tyr Arg 
50 55 60 

Val Ser Asn Met Val Glu Val Gly He Arg Pro Val Phe Val Phe Asp 
65 70 75 80 

Gly Glu Pro Pro Glu Phe Lys Lys Ala Glu He Glu Glu Arg Lys Lys 
85 90 95 

Arg Arg Ala Glu Ala Glu Glu Met Trp He Ala Ala Leu Gin Ala Gly 
100 105 110 

Asp Lys Asp Ala Lys Lys Tyr Ala Gin Ala Ala Gly Arg Val Asp Glu 
115 120 125 

Tyr He Val Asp Ser Ala Lys Thr Leu Leu Ser Tyr Met Gly He Pro 
130 135 140 

Phe Val Asp Ala Pro Ser Glu Gly Glu Ala Gin Ala Ala Tyr Met Ala 
145 150 155 160 

Ala Lys Gly Asp Val Glu Tyr Thr Gly Ser Gin Asp Tyr Asp Ser Leu 
165 170 175 

Leu Phe Gly Ser Pro Arg Leu Ala Arg Asn Leu Ala He Thr Gly Lys 
180 185 190 

Arg Lys Leu Pro Gly Lys Asn Val Tyr Val Asp Val Lys Pro Glu He 
195 200 205 

He He Leu Glu Ser Asn Leu Lys Arg Leu Gly Leu Thr Arg Glu Gin 
210 215 220 

Leu He Asp He Ala He Leu Val Gly Thr Asp Ala Asn Glu Gly Val 
225 230 235 240 

Lys Gly Val Gly Val Lys Lys Ala Leu Asn Tyr He Lys Thr Tyr Gly 
245 250 255 
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Asp lie Phe Arg Ala Leu Lys 
260 



Ala Leu Lys Val Asn lie Asp His Val 
265 270 



Glu Glu lie Arg Asn Phe Phe 
275 



Leu Asn Pro Pro Val Thr Asp Asp Tyr 
280 285 



Arg lie Glu Phe Arg Glu Pro 
290 295 



Asp Phe Glu Lys Ala lie Glu Phe Leu 
300 



Cys Glu Glu His Asp Phe Ser 
305 310 



Arg Glu Arg Val Glu Lys Ala Leu Glu 
315 320 



Lys Leu Lys Ala Leu Lys Ser 
325 



Thr Gin Ala Thr Leu Glu Arg Trp Phe 
330 335 



<210> 551 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 551 

ctggtcggga cggacaggaa tgagggtgtg aag 33 
<210> 552 
<211> 1008 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 552 

atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 60 
ggaaagaaaa ttgccgttga tgctttcaac acgctatacc agttcatctc gataataagg 120 
cagcctgacg gtacgccgtt aaaggactca cagggcagaa tcacctctca cctttccgga 180 
atcctataca gagtctccaa catggtcgag gtgggaatca ggccggtgtt tgtattcgac 240 
ggagagccac cggagttcaa gaaggctgaa attgaggaga ggaaaaagag aagggctgag 300 
gcagaggaga tgtggattgc ggctttgcag gcaggagata aggacgcgaa aaagtatgct 360 
caggctgcag ggagggttga cgagtacatt gttgactccg caaagacgct tttaagttac 420 
atggggattc cctttgtcga tgccccgtct gaaggagagg cgcaggctgc ttacatggca 480 
gcaaaaggcg atgtggagta cacaggaagc caggattacg attctctgct cttcggaagc 540 
ccgagactcg ccagaaatct cgcaataacg ggaaaaagga agcttcccgg caaaaatgtc 600 
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tatgtggatg taaagccgga gataataatt ctggaaagca acctcaaaag gctgggtttg 660 
acgagggagc agctcatcga catagcgatt ctggtcggga cggacaggaa tgagggtgtg 720 
aagggtgtcg gcgtcaagaa ggctttgaac tacatcaaga cctacggaga tattttcagg 780 
gcactcaagg ctctgaaagt aaatattgac cacgtagagg agataaggaa tttcttcctg 840 
aatcctcctg tgactgacga ctacagaata gagttcaggg agcctgactt tgagaaggcc 900 
atcgagttcc tgtgcgagga gcacgacttc agcagggaga gggtcgagaa ggccttggag 960 
aagctcaaag ctctgaagtc aacccaggcc acgcttgaga ggtggttc 1008 
<210> 553 
<211> 336 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 553 

Met Gly Ala Asp lie Gly Asp Leu Phe Glu Arg Glu Glu Val Glu Leu 
15 10 15 

Glu Tyr Phe Ser Gly Lys Lys He Ala Val Asp Ala Phe Asn Thr Leu 
20 25 30 

Tyr Gin Phe He Ser He He Arg Gin Pro Asp Gly Thr Pro Leu Lys 
35 40 45 

Asp Ser Gin Gly Arg He Thr Ser His Leu Ser Gly He Leu Tyr Arg 
50 55 60 

Val Ser Asn Met Val Glu Val Gly He Arg Pro Val Phe Val Phe Asp 
65 70 75 80 

Gly Glu Pro Pro Glu Phe Lys Lys Ala Glu He Glu Glu Arg Lys Lys 
85 90 95 

Arg Arg Ala Glu Ala Glu Glu Met Trp He Ala Ala Leu Gin Ala Gly 
100 105 110 

Asp Lys Asp Ala Lys Lys Tyr Ala Gin Ala Ala Gly Arg Val Asp Glu 
115 120 125 

Tyr He Val Asp Ser Ala Lys Thr Leu Leu Ser Tyr Met Gly He Pro 
130 135 140 

Phe Val Asp Ala Pro Ser Glu Gly Glu Ala Gin Ala Ala Tyr Met Ala 
145 150 155 160 
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Ala Lys Gly Asp Val Glu Tyr Thr Gly Ser Gin Asp Tyr Asp Ser Leu 
165 170 175 

Leu Phe Gly Ser Pro Arg Leu Ala Arg Asn Leu Ala lie Thr Gly Lys 
180 185 190 

Arg Lys Leu Pro Gly Lys Asn Val Tyr Val Asp Val Lys Pro Glu He 
195 200 205 

He He Leu Glu Ser Asn Leu Lys Arg Leu Gly Leu Thr Arg Glu Gin 
210 215 220 

Leu He Asp He Ala He Leu Val Gly Thr Asp Arg Asn Glu Gly Val 
225 230 235 240 

Lys Gly Val Gly Val Lys Lys Ala Leu Asn Tyr He Lys Thr Tyr Gly 
245 250 255 

Asp He Phe Arg Ala Leu Lys Ala Leu Lys Val Asn He Asp His Val 
260 265 270 

Glu Glu He Arg Asn Phe Phe Leu Asn Pro Pro Val Thr Asp Asp Tyr 
275 280 285 

Arg He Glu Phe Arg Glu Pro Asp Phe Glu Lys Ala He Glu Phe Leu 
290 295 300 

Cys Glu Glu His Asp Phe Ser Arg Glu Arg Val Glu Lys Ala Leu Glu 
305 310 315 320 

Lys Leu Lys Ala Leu Lys Ser Thr Gin Ala Thr Leu Glu Arg Trp Phe 
325 330 335 

<210> 554 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 554 

gaaccacctc tcaagcgtgg 
<210> 555 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic 
<400> 555 

acgcttgaga ggtggttcct ggaggaggcc ccctgg 
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<210> 556 
<211> 1011 
<212> DNA 

<213> Archaeoglobus fulgidus 
<400> 556 

atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 60 
ggaaagaaaa ttgccgttga tgctttcaac acgctatacc agttcatctc gataataagg 12 0 
cagcctgacg gtacgccgtt aaaggactca cagggcagaa tcacctctca cctttccgga 180 
atcctataca gagtctccaa catggtcgag gtgggaatca ggccggtgtt tgtattcgac 24 0 
ggagagccac cggagttcaa gaaggctgaa attgaggaga ggaaaaagag aagggctgag 300 
gcagaggaga tgtggattgc ggctttgcag gcaggagata aggacgcgaa aaagtatgct 360 
caggctgcag ggagggttga cgagtacatt gttgactccg caaagacgct tttaagttac 420 
atggggattc cctttgtcga tgccccgtct gaaggagagg cgcaggctgc ttacatggca 480 
gcaaaaggcg atgtggagta cacaggaagc caggattacg attctctgct cttcggaagc 540 
ccgagactcg ccagaaatct cgcaataacg ggaaaaagga agcttcccgg caaaaatgtc 600 
tatgtggatg taaagccgga gataataatt ctggaaagca acctcaaaag gctgggtttg 660 
acgagggagc agctcatcga catagcgatt ctggtcggga cggactacaa tgagggtgtg 720 
aagggtgtcg gcgtcaagaa ggctttgaac tacatcaaga cctacggaga tattttcagg 780 
gcactcaagg ctctgaaagt aaatattgac cacgtagagg agataaggaa tttcttcctg 840 
aatcctcctg tgactgacga ctacagaata gagttcaggg agcctgactt tgagaaggcc 900 
atcgagttcc tgtgcgagga gcacgacttc agcagggaga gggtcgagaa ggccttggag 960 
aagctcaaag ctctgaagtc aacccaggcc acgcttgaga ggtggttctg a 1011 
<210> 557 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 557 

taatctgtat caggctg 17 
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<210> 558 

<211> 2526 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 558 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


tatggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 
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gagcttaggc ttcccgcctt gaagaagacg aagaagacag gcaagcgctc caccagcgcc 1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 

caccac 2526 
<210> 559 
<211> 2643 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 559 

atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 60 

ggaaagaaaa ttgccgttga tgctttcaac acgctatacc agttcatctc gataataagg 120 

cagcctgacg gtacgccgtt aaaggactca cagggcagaa tcacctctca cctttccgga 180 

atcctataca gagtctccaa catggtcgag gtgggaatca ggccggtgtt tgtattcgac 240 

ggagagccac cggagttcaa gaaggctgaa attgaggaga ggaaaaagag aagggctgag 3 00 

gcagaggaga tgtggattgc ggctttgcag gcaggagata aggacgcgaa aaagtatgct 360 

caggctgcag ggagggttga cgagtacatt gttgactccg caaagacgct tttaagttac 420 
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ciuyyyydttt. 


t-v- 1 1 ty t t.y d 


t* PTP 1 P^ /~< P»PT P« 

uytcccytcc 


gaaggagagg 


cgcaggctgc 


ttacatggca 


480 




a t" rr t~ p^pt a pt t~ a 

ci tg tyy dy td 


cacaggaagc 


caggattacg attctctget 


etteggaage 


540 


CCyayaCC Cg 


ccagaaatcc 


cgcaataacg 


ggaaaaagga 


agcttcccgg 


caaaaatgtc 


600 


haf rrh pyp* a +• pt 
Uatytyyaty 


tdddgccgga 


gauaa caatt 


ctggaaagca 


acctcaaaag gctgggtttg 


660 




age t Cd t cga 


catagegatt 


ctggtcggga 


eggactacaa 


*-y c*yy y <-y uy 


720 


3 3 PTPTPT t~ PT 4~ P'/T 

a^yyy tgtcg 


gcgtcaagaa 


ggc t t tgaac 


tacatcaaga 


ectaeggaga 


tatt t tcaaa 

w* w w w* \* ^* zD z3 


780 


("TP* a P* a -a ptpt 

y c d c t c a. d g g 


c tctgaaagt 


aaatat tgac 


caegtagagg 


agataaggaa 


tttcttccta 


840 


a a /"» /"» t- /"< 4~ 

cicit.cct.CCuy 


tgactgacga 


ctacagaata 


gagttcaggg 


agectgaett 


tcracraacrQcc 


900 


-"\ *W i ^-w y-*r 4* ^ 

otcyagcccc 


tgtgcgagga 


gcacgacttc 


agcagggaga gggtcgagaa 


ggccttggag 


960 


aagc tcaaag 


ctctgaagtc 


aacccaggcc 


aegcttgaga ggtggttcct 


ggaggaggee 


1020 


ccctggcccc 


egceggaagg 


ggccttcgtg 


ggcttcgtcc 


tctcccgccc 


cgagcccatg 


1080 


t~ ptptpt p'ptpt^ pip* 

i-yyyt-ggagc 


t" f" 3 3 2 /— T /*l /^i 4— 

t tdddgcCC t 


ggccgcctgc 


aggggeggee 


gcgtgcaccg 


ggcagcagac 


1140 


Pf^H" ptptp , pt/~t 

l uyy tyy 


ggc taaagga 


cctcaaggag gtccggggcc 


tcctcgccaa 


ggacctcgcc 


1200 


y tc t tyy cc t 


cgagggaggg 


gctagacctc 


gtgcccgggg 


acgaccccat 


gctcctcgcc 


1260 


tcicc tec tyy 


accct tcgaa 


caccaccccc 


gagggggtgg 


cgcggcgcta 


egggggggag 


1320 


tggaeggagg 


acgccgccca 


ccgggccctc 


etcteggaga ggctccatcg gaacctcctt 


1380 


ddgcyce t eg 


a 99999 a 99 a 


gaagctcctt 


tggctctacc 


acgaggtgga 


aaagcccctc 


1440 


t tttyyy t cc 


tggcccatac 


99 a 99ccacc 


ggggtaegge 


gggacgtggc 


ctaccttcag 


1500 


yccctttccc 


tggagct tgc 


99 a 99 a 9«tc 


cgccgcctcg 


aggaggaggt 


cttccgcttg 


1560 


PTP'P'TP'f PTP' /—i /-» /-I 

y <-yyyccacc 


ccttcaacct 


caactcccgg 


gaccagctgg 


aaagggtgct 


ctttgacgag 


1620 


c t tdggc t tc 


ccgcct tgaa 


gaagacgaag 


aagacaggca 


agcgctccac 


cagcgccgcg 


1680 


gtgeeggagg 


ccc tacggga 


ggcccacccc 


atcgtggaga 


agatcctcca 


geacegggag 


1740 


p* f* p* a « -a -a t-i si 

C tCdCCcidgC 


tcaagaacac 


ctacgtggac 


cccctcccaa 


gcctcgtcca 


cccgaggacg 


1800 


PTPTP , p , P7p , p , t" pp 
y y u. v_y l» t. tut. 


acacccgctt 


caaccagacg 


gccacggcca 


eggggagget 


tagtagctcc 


1860 


nappppa a p* p" 


tgcagaacat 


ccccgtccgc 


acccccttgg 


gecagaggat 


ccgccgggcc 


1920 


L-u.y uy y u oy 


aggcgggttg ggcgttggtg gccctggact 


atagecagat 


agagctccgc 


1980 


ytcctcyccc 


acctctccgg ggacgaaaac 


ctgatcaggg 


tcttccagga 


ggggaaggac 


2040 


atccacaccc 


agacegcaag 


ctggatgttc 


ggcgtccccc 


eggaggcegt 


ggaccccctg 


2100 


atgcgccggg 


cggccaagac 


ggtgaacttc 


ggcgtcctct 


acggcatgtc 


cgcccatagg 


2160 


ctctcccagg 


agettgecat 


cccctacgag 


gaggcggtgg 


cctttataga 


gcgctacttc 


2220 


caaagcttcc 


ccaaggtgcg 


ggcctggata 


gaaaagaccc 


tggaggaggg gaggaagegg 


2280 
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ggctacgtgg aaaccctctt cggaagaagg cgctacgtgc ccgacctcaa cgcccgggtg 2340 

aagagcgtca gggaggccgc ggagcgcatg gccttcaaca tgcccgtcca gggcaccgcc 2400 

gccgacctca tgaagctcgc catggtgaag ctcttccccc gcctccggga gatgggggcc 2460 

cgcatgctcc tccaggtcgc caacgagctc ctcctggagg ccccccaagc gcgggccgag 2520 

gaggtggcgg ctttggccaa ggaggccatg gagaaggcct atcccctcgc cgtgcccctg 2580 

gaggtggagg tggggatggg ggaggactgg ctttccgcca agggtcacca ccaccaccac 2640 

cac 2643 
<210> 560 

<211> 881 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 560 

Met Gly Ala Asp lie Gly Asp Leu Phe Glu Arg Glu Glu Val Glu Leu 
1 5 10 15 

Glu Tyr Phe Ser Gly Lys Lys He Ala Val Asp Ala Phe Asn Thr Leu 
20 25 30 

Tyr Gin Phe He Ser He He Arg Gin Pro Asp Gly Thr Pro Leu Lys 
35 40 45 

Asp Ser Gin Gly Arg He Thr Ser His Leu Ser Gly He Leu Tyr Arg 
50 55 60 

Val Ser Asn Met Val Glu Val Gly He Arg Pro Val Phe Val Phe Asp 
65 70 75 80 

Gly Glu Pro Pro Glu Phe Lys Lys Ala Glu He Glu Glu Arg Lys Lys 
85 90 95 

Arg Arg Ala Glu Ala Glu Glu Met Trp He Ala Ala Leu Gin Ala Gly 
100 105 HO 

Asp Lys Asp Ala Lys Lys Tyr Ala Gin Ala Ala Gly Arg Val Asp Glu 
115 120 125 

Tyr He Val Asp Ser Ala Lys Thr Leu Leu Ser Tyr Met Gly He Pro 
130 135 140 

Phe Val Asp Ala Pro Ser Glu Gly Glu Ala Gin Ala Ala Tyr Met Ala 
145 150 155 160 

Ala Lys Gly Asp Val Glu Tyr Thr Gly Ser Gin Asp Tyr Asp Ser Leu 
165 170 175 
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Leu Phe Gly Ser Pro Arg Leu Ala Arg Asn Leu Ala He Thr Gly Lys 
180 185 190 

Arg Lys Leu Pro Gly Lys Asn Val Tyr Val Asp Val Lys Pro Glu He 
195 200 205 

He He Leu Glu Ser Asn Leu Lys Arg Leu Gly Leu Thr Arg Glu Gin 
210 215 220 

Leu He Asp He Ala He Leu Val Gly Thr Asp Tyr Asn Glu Gly Val 
225 230 235 240 

Lys Gly Val Gly Val Lys Lys Ala Leu Asn Tyr He Lys Thr Tyr Gly 
245 250 255 

Asp He Phe Arg Ala Leu Lys Ala Leu Lys Val Asn He Asp His Val 
260 265 270 

Glu Glu He Arg Asn Phe Phe Leu Asn Pro Pro Val Thr Asp Asp Tyr 
275 280 285 

Arg lie Glu Phe Arg Glu Pro Asp Phe Glu Lys Ala He Glu Phe Leu 
290 295 300 

Cys Glu Glu His Asp Phe Ser Arg Glu Arg Val Glu Lys Ala Leu Glu 
305 310 315 320 

Lys Leu Lys Ala Leu Lys Ser Thr Gin Ala Thr Leu Glu Arg Trp Phe 
325 330 335 

Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe 
340 345 350 

Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala 
355 360 365 

Ala Cys Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly 
370 375 380 

Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala 
385 390 395 400 

Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro 
405 410 415 

Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly 
420 425 430 

Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg 
435 440 445 

Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu 
450 455 460 

Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu 
465 470 475 480 

Ser Arg Val Leu Ala His Met Glu Ala Thr Gly Val Arg Arg Asp Val 
485 490 495 



Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu He Arg Arg 
500 505 510 
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Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn 
515 520 525 

Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro 
530 535 540 

Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala 
545 550 555 560 

Val Leu Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu 
565 570 575 

Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu 
580 585 590 

Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn 
595 600 605 

Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu 
610 615 620 

Gin Asn He Pro Val Arg Thr Pro Leu Gly Gin Arg He Arg Arg Ala 
625 630 635 640 

Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin 
645 650 655 

He Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu He 
660 665 670 

Arg Val Phe Gin Glu Gly Lys Asp He His Thr Gin Thr Ala Ser Trp 
675 680 685 

Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala 
690 695 700 

Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg 
705 710 715 720 

Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He 
725 730 735 

Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys 
740 745 750 

Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly 
755 760 765 

Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg 
770 775 780 

Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala 
785 790 795 800 

Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg 
805 810 815 

Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu 
820 825 830 



Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu 
835 840 845 
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Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val 
850 855 860 

Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His 
865 870 875 880 

His 

<210> 561 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 561 

ggttgacttc agagctttga g 21 
<210> 562 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 562 

aaagctctga agtcaaccct ggaggaggcc ccctgg 36 
<210> 563 
<211> 2619 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 563 

atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 60 
ggaaagaaaa ttgccgttga tgctttcaac acgctatacc agttcatctc gataataagg 120 
cagcctgacg gtacgccgtt aaaggactca cagggcagaa tcacctctca cctttccgga 180 
atcctataca gagtctccaa catggtcgag gtgggaatca ggccggtgtt tgtattcgac 240 
ggagagccac cggagttcaa gaaggctgaa attgaggaga ggaaaaagag aagggctgag 300 
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gcagaggaga 


tgtggattgc 


ggctttgcag 


gcaggagata 


aggacgcgaa 


aaagtatgct 


360 


caggctgcag ggagggttga 


cgagtacatt 


gttgactccg 


caaagacgct 


tttaagttac 


420 


atggggattc 


cctttgtcga 


tgccccgtct 


gaaggagagg 


cgcaggctgc 


ttacatggca 


480 


gcaaaaggcg 


atgtggagta 


cacaggaagc 


caggattacg 


attctctgct 


cttcggaagc 


540 


ccgagactcg 


ccagaaatct 


cgcaataacg 


ggaaaaagga 


agcttcccgg 


caaaaatgtc 


600 


tatgtggatg 


taaagccgga 


gataataatt 


ctggaaagca 


acctcaaaag 


gctgggtttg 


660 


acgagggagc 


agctcatcga 


catagcgatt 


ctggtcggga 


cggactacaa 


tgagggtgtg 


720 


aa 9ggtgtcg 


gcgtcaagaa 


ggctt tgaac 


tacatcaaga 


cctacggaga 


tattttcagg 


780 


gcactcaagg 


ctctgaaagt 


aaatattgac 


cacgtagagg 


agataaggaa 


tttcttcctg 


840 


aatcctcctg 


tgactgacga 


ctacagaata 


gagttcaggg 


agcctgactt 


tgagaaggcc 


900 


atcgagttcc 


tgtgcgagga 


gcacgacttc 


agcagggaga 


gggtcgagaa 


ggccttggag 


960 


aagctcaaag 


ctctgaagtc 


aaccctggag 


gaggccccct 


ggcccccgcc 


ggaaggggcc 


1020 


ttcgtgggct 


tcgtcctctc 


ccgccccgag 


cccatgtggg 


cggagcttaa 


agccctggcc 


1080 


gcctgcaggg gcggccgcgt 


gcaccgggca 


gcagacccct 


tggcggggct 


aaaggacctc 


1140 


aaggaggtcc 


ggggcctcct 


cgccaaggac 


ctcgccgtct 


tggcctcgag 


ggaggggcta 


1200 


gacctcgtgc 


ccggggacga 


ccccatgctc 


ctcgcctacc 


tcctggaccc 


ttcgaacacc 


1260 


acccccgagg 


gggtggcgcg 


gcgctacggg 


ggggagtgga 


cgg a gg a cgc 


cgcccaccgg 


1320 


gccctcctct 


c 99 a 9 a 9g c t 


ccatcggaac 


ctccttaagc 


gcctcgaggg 


99 a 99 a 9 aa g 


1380 


ctcctttggc 


tctaccacga 


ggtggaaaag 


cccctctccc 


gggtcctggc 


ccatatggag 


1440 


gccaccgggg 


tacggcggga 


cgtggcctac 


cttcaggccc 


tttccctgga gcttgcggag 


1500 


gagatccgcc 


gcctcgagga 


ggaggtcttc 


cgcttggcgg 


gccacccctt 


caacctcaac 


1560 


tcccgggacc 


agctggaaag 


ggtgctcttt 


gacgagctta 


ggcttcccgc 


cttgaagaag 


1620 


acgaagaaga 


caggcaagcg 


ctccaccagc 


gccgcggtgc 


tggaggccct 


a cgggaggcc 


1680 


caccccatcg 


tggagaagat 


cctccagcac 


cgggagctca 


ccaagctcaa 


gaacacctac 


1740 


gtggaccccc 


tcccaagcct 


cgtccacccg 


aggacgggcc 


gcctccacac 


ccgcttcaac 


1800 


cagacggcca 


cggccacggg 


gaggcttagt 


agctccgacc 


ccaacctgca 


gaacatcccc 


1860 


gtccgcaccc 


ccttgggcca 


gaggatccgc 


cgggccttcg 


tggccgaggc 


gggttgggcg 


1920 


ttggtggccc 


tggactatag 


ccagatagag 


ctccgcgtcc 


tcgcccacct 


ctccggggac 


1980 


gaaaacctga 


tcagggtctt 


ccaggagggg 


aaggacatcc 


acacccagac 


cgcaagctgg 


2040 


atgttcggcg 


tccccccgga 


ggccgtggac 


cccctgatgc 


gccgggcggc 


caagacggtg 


2100 


aacttcggcg 


tcctctacgg 


catgtccgcc 


cataggctct 


cccaggagct 


tgccatcccc 


2160 



- 711 - 



tacgaggagg cggtggcctt tatagagcgc tacttccaaa gcttccccaa ggtgcgggcc 2220 
tggatagaaa agaccctgga ggaggggagg aagcggggct acgtggaaac cctcttcgga 2280 
agaaggcgct acgtgcccga cctcaacgcc cgggtgaaga gcgtcaggga ggccgcggag 2340 
cgcatggcct tcaacatgcc cgtccagggc accgccgccg acctcatgaa gctcgccatg 2400 
gtgaagctct tcccccgcct ccgggagatg ggggcccgca tgctcctcca ggtcgccaac 2460 
gagctcctcc tggaggcccc ccaagcgcgg gccgaggagg tggcggcttt ggccaaggag 252 0 
gccatggaga aggcctatcc cctcgccgtg cccctggagg tggaggtggg gatgggggag 2580 
gactggcttt ccgccaaggg tcaccaccac caccaccac 2619 
<210> 564 
<211> 873 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 564 

Met Gly Ala Asp He Gly Asp Leu Phe Glu Arg Glu Glu Val Glu Leu 
15 10 15 

Glu Tyr Phe Ser Gly Lys Lys He Ala Val Asp Ala Phe Asn Thr Leu 
20 25 30 

Tyr Gin Phe He Ser He He Arg Gin Pro Asp Gly Thr Pro Leu Lys 
35 40 45 

Asp Ser Gin Gly Arg He Thr Ser His Leu Ser Gly He Leu Tyr Arg 
50 55 60 

Val Ser Asn Met Val Glu Val Gly He Arg Pro Val Phe Val Phe Asp 
65 70 75 80 

Gly Glu Pro Pro Glu Phe Lys Lys Ala Glu He Glu Glu Arg Lys Lys 
85 90 95 

Arg Arg Ala Glu Ala Glu Glu Met Trp He Ala Ala Leu Gin Ala Gly 
100 105 110 

Asp Lys Asp Ala Lys Lys Tyr Ala Gin Ala Ala Gly Arg Val Asp Glu 
115 120 125 

Tyr He Val Asp Ser Ala Lys Thr Leu Leu Ser Tyr Met Gly He Pro 
130 135 140 

Phe Val Asp Ala Pro Ser Glu Gly Glu Ala Gin Ala Ala Tyr Met Ala 
145 150 155 160 

Ala Lys Gly Asp Val Glu Tyr Thr Gly Ser Gin Asp Tyr Asp Ser Leu 
165 170 175 
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Leu Phe Gly Ser Pro Arg Leu Ala Arg Asn Leu Ala lie Thr Gly Lys 
180 185 190 

Arg Lys Leu Pro Gly Lys Asn Val Tyr Val Asp Val Lys Pro Glu He 
195 200 205 

He He Leu Glu Ser Asn Leu Lys Arg Leu Gly Leu Thr Arg Glu Gin 
210 215 220 

Leu He Asp He Ala He Leu Val Gly Thr Asp Tyr Asn Glu Gly Val 
225 230 235 240 

Lys Gly Val Gly Val Lys Lys Ala Leu Asn Tyr He Lys Thr Tyr Gly 
245 250 255 

Asp He Phe Arg Ala Leu Lys Ala Leu Lys Val Asn He Asp His Val 
260 265 270 

Glu Glu lie Arg Asn Phe Phe Leu Asn Pro Pro Val Thr Asp Asp Tyr 
275 280 285 

Arg He Glu. Phe Arg Glu Pro Asp Phe Glu Lys Ala lie Glu Phe Leu 
290 295 300 

Cys Glu Glu His Asp Phe Ser Arg Glu Arg Val Glu Lys. Ala Leu Glu 
305 310 315 320 

Lys Leu Lys Ala Leu Lys Ser Thr Leu Glu Glu Ala Pro Trp Pro Pro 
325 330 335 

Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro Met 
340 345 350 

Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His 
355 360 365 

Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg 
370 375 380 

Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu 
385 390 395 400 

Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp 
405 410 415 

Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu 
420 425 430 

Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His 
435 440 445 

Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu 
450 455 460 

Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu 
465 470 475 480 

Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu 
485 490 495 



Glu Leu Ala Glu Glu He Arg Arg Leu Glu Glu Glu Val Phe Arg Leu 
500 505 510 
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Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val 
515 520 525 

Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr 
530 535 540 

Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala 
545 550 555 560 

His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu 
565 570 575 

Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr 
580 585 590 

Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg 
595 600 605 

Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro 
610 615 620 

Leu Gly Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala 
625 630 635 640 

Leu Val Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His 
645 650 655 

Leu Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp 
660 665 670 

He His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala 
.675 680 685 

Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val 
690 695 700 

Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro 
705 710 715 720 

Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro 
725 730 735 

Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg 
740 745 . 750 

Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu 
755 760 765 

Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe 
770 775 780 



Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met 
785 790 795 800 

Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu 
805 810 815 

Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu 
820 825 830 

Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu 
835 840 845 
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Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser 
850 855 860 

Ala Lys Gly His His His His His His 
865 870 

<210> 565 

<211> 2643 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 565 



atgggtgcgg 


atattggtga 


cctctttgag 


a 999 aa 9 a 99 


tcgagcttga 


gtacttctca 


60 


ggaaagaaaa 


ttgccgttga 


tgctttcaac 


acgctatacc 


agttcatctc 


gataataagg 


120 


cagcctgacg 


gtacgccgtt 


aaaggactca 


cagggcagaa 


tcacctctca 


cctttccgga 


180 


atcctataca 


gagtctccaa 


catggtcgag 


gtgggaatca 


ggccggtgtt 


tgtattcgac 


240 


ggagagccac 


cggagttcaa 


gaaggctgaa 


attgaggaga 


ggaaaaagag 


aagggctgag 


300 


gcagaggaga 


tgtggattgc 


ggctttgcag 


gcaggagata 


aggacgcgaa 


aaagtatgct 


360 


caggctgcag 


ggagggttga 


cgagtacatt 


gttgactccg 


caaagacgct 


tttaagttac 


420 


atggggattc 


cctttgtcga 


tgccccgtct 


gaaggagagg 


cgcaggctgc 


ttacatggca 


480 


gcaaaaggcg 


atgtggagta 


cacaggaagc 


caggattacg 


attctctgct 


cttcggaagc 


540 


ccgagactcg 


ccagaaatct 


cgcaataacg 


ggaaaaagga 


agcttcccgg 


caaaaatgtc 


600 


tatgtggatg 


taaagccgga 


gataataatt 


ctggaaagca 


acctcaaaag 


gctgggtttg 


660 


acgagggagc 


agctcatcga 


catagcgatt 


ctggtcggga 


cggactacaa 


tgagggtgtg 


720 


aagggtgtcg 


gcgtcaagaa 


ggctttgaac 


tacatcaaga 


cctacggaga 


tattttcagg 


780 


gcactcaagg 


ctctgaaagt 


aaatattgac 


cacgtagagg 


agataaggaa 


tttcttcctg 


840 


aatcctcctg 


tgactgacga 


ctacagaata 


gagttcaggg 


agcctgactt 


tgagaaggcc 


900 


atcgagttcc 


tgtgcgagga 


gcacgacttc 


agcagggaga 


gggtcgagaa 


ggccttggag 


960 


aagctcaaag 


ctctgaagtc 


aacccaggcc 


acgcttgaga 


ggtggttcct 


ggaggaggcc 


1020 


ccctggcccc 


cgccggaagg 


ggccttcgtg 


ggcttcgtcc 


tctcccgccc 


cgagcccatg 


1080 


tgggcggagc 


ttaaagccct 


ggccgcctgc 


aggggcggcc 


gcgtccaccg 


ggcccccgag 


1140 


ccttataaag 


ccctcaggga 


cctgaaggag 


gcgcgggggc 


ttctcgccaa 


agacctgagc 


1200 


gttctggccc 


tgagggaagg 


ccttggcctc 


ccgcccggcg 


acgaccccat 


gctcctcgcc 


1260 


tacctcctgg 


acccttcgaa 


caccaccccc 


gagggggtgg 


cccggcgcta 


cggcggggag 


1320 
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tggacggagg 


aggcggggga 


gcgggccgcc 


ctttccgaga 


ggctcttcgc 


caacctgctt 


1380 


aagaggcttg 


agggggagga 


gaggctcctt 


tggctttacc 


Oggaggtgga gaggcccctt 


1440 


tccgctgtcc 


tggcccatat 


ggaggccacg 


ggggtgcgcc 


taaacatacrc 


ctatctcagg 


1500 


gccttgtccc 


tggaggtggc 


cgaggagatc 


gcccgcctcg 


aggccgaggt 


ct tccgcctg 


1560 


gccggccacc 


ccttcaacct 


caactcccgg 


gaccagctgg 


aaaaaatcct 


ctttaacaaa 


1620 


ctagggcttc 


ccgccatcaa 


gaagacgcaa 


aagaccggca 


aacac tccac 

%— j >w» O \mf t* 


w avj ^y y ^ 


1680 


gtcctggagg 


ccctccgcga 


ggcccacccc 


atcgtggaga 


aa a t" c* c* t qc a 




1740 


ctcaccaagc 


tgaagagcac 


ctacattgac 


cccttgccgg 




fppra proa 

L-^V-.^ y y y 


1800 


ggccgcctcc 


acacccgctt 


caaccagacg 


gccacggcca 


p 1 ptpj o p* a nn r* t* 
^-y y y ^^yy *- 


aanhannf p*p* 
a ay i— cty ^ u ^ w 


1860 


gatcccaacc 


tccagaacat 


ccccgtccgc 


accccgcttg 


^* ciy y y ci i» 


C* C* cic tunnel r* r* 


1920 


ttcatcgccg 


aggaggggtg 


gctattggtg 


gccctggact 


aha nc c a era i~ 


ananpt" parrn 

<*y cty c l. c ciy y 


1980 


gtgctggccc 


acctctccgg 


cgacgagaac 


ctgatccggg 


t~ p* t~ t~ p*p*a. rrpra 


PTPffTTPTP'PTPTPTa P* 

yyyycgggcic 


2040 


atccacacgg 


agaccgccag 


ctggatgttc 


ggcgtccccc 


yyy«yyccgt 


yyacccccty 


2100 


atgcgccggg 


cggccaagac 


catcaacttc 


ggggtcctct 


^ p'Piprp'a t" rrt~ c 




2160 


ctctcccagg 


agctagccat 


cccttacgag 


gaggcccagg 


v- l. i— c*. i_ l. y ci 


y t»y LaLL, u u 


2220 


cagagcttcc 


ccaaggtgcg 


ggcctggatt 


gagaagaccc 


t" aaa eras nan 


P 1 a prpra ptpt p* rrpr 

cty y cty y ^— y y 


2280 


gggtacgtgg 


agaccctctt 


cggccgccgc 


cgctacgtgc 


uaya^u L- ciy c* 


gycccgggug 


2340 


aagagcgtgc 


gggaggcggc 


cgagcgcatg 


gccttcaaca 


tgcccgtcca 


gggcaccgcc 


2400 


gccgacctca 


tgaagctggc 


tatggtgaag 


ctcttcccca 


ggctggagga 


aatgggggcc 


2460 


aggatgctcc 


ttcaggtcgc 


caacgagctg 


gtcctcgagg 


ccccaaaaga 


gagggeggag 


2520 


gccgtggccc 


ggctggccaa 


ggaggtcatg 


gagggggtgt 


atcccctggc 


cgtgcccctg 


2580 


gaggtggagg 


tggggatagg 


ggaggactgg 


ctctccgcca 


aggagcacca 


ccaccaccac 


2640 


cac 












2643 



<210> 566 

<211> 881 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 566 

Met Gly Ala Asp 
1 

Glu Tyr Phe Ser 
20 

Tyr Gin Phe lie 
35 

Asp Ser Gin Gly 
50 

Val Ser Asn Met 
65 

Gly Glu Pro Pro 



Arg Arg Ala Glu 
100 

Asp Lys Asp Ala 
115 

Tyr lie Val Asp 
130 

Phe Val Asp Ala 
145 

Ala Lys Gly Asp 



Leu Phe Gly Ser 
180 

Arg Lys Leu Pro 
195 

lie lie Leu Glu 
210 

Leu lie Asp lie 
225 

Lys Gly Val Gly 



Asp lie Phe Arg 
260 

Glu Glu lie Arg 
275 

Arg lie Glu Phe 
290 

Cys Glu Glu His 
305 



He Gly Asp Leu 
5 

Gly Lys Lys He 



Ser He He Arg 
40 

Arg He Thr Ser 
55 

Val Glu Val Gly 
70 

Glu Phe Lys Lys 
85 

Ala Glu Glu Met 



Lys Lys Tyr Ala 
120 

Ser Ala Lys Thr 
135 

Pro Ser Glu Gly 
150 

Val Glu Tyr Thr 
165 

Pro Arg Leu Ala 



Gly Lys Asn Val 
200 

Ser Asn Leu Lys 
215 

Ala He Leu Val 
230 

Val Lys Lys Ala 
245 

Ala Leu Lys Ala 



Asn Phe Phe Leu 
280 

Arg Glu Pro Asp 
295 

Asp Phe Ser Arg 
310 



Phe Glu Arg Glu 
10 

Ala Val Asp Ala 
25 

Gin Pro Asp Gly 



His Leu Ser Gly 
60 

He Arg Pro Val 
75 

Ala Glu He Glu 
90 

Trp He Ala Ala 
105 

Gin Ala Ala Gly 



Leu Leu Ser Tyr 
140 

Glu Ala Gin Ala 
155 

Gly Ser Gin Asp 
170 

Arg Asn Leu Ala 
185 

Tyr Val Asp Val 



Arg Leu Gly Leu 
220 

Gly Thr Asp Tyr 
235 

Leu Asn Tyr He 
250 

Leu Lys Val Asn 
265 

Asn Pro Pro Val 



Phe Glu Lys Ala 
300 

Glu Arg Val Glu 
315 



Glu Val Glu Leu 
15 

Phe Asn Thr Leu 
30 

Thr Pro Leu Lys 
45 

He Leu Tyr Arg 



Phe Val Phe Asp 
80 

Glu Arg Lys Lys 
95 

Leu Gin Ala Gly 
110 



Arg Val Asp Glu 
125 

Met Gly He Pro 



Ala Tyr Met Ala 
160 

Tyr Asp Ser Leu 
175 

He Thr Gly Lys 
190 

Lys Pro Glu He 
205 

Thr Arg Glu Gin 



Asn Glu Gly Val 
240 

Lys Thr Tyr Gly 
255 

He Asp His Val 
270 

Thr Asp Asp Tyr 
285 

He Glu Phe Leu 



Lys Ala Leu Glu 
320 
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Lys Leu Lys Ala Leu Lys Ser Thr Gin Ala Thr Leu Glu Arg Trp Phe 
325 330 335 

Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe 
340 345 350 

Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala 
355 360 365 

Ala Cys Arg Gly Gly Arg Val His Arg Ala Pro Glu Pro Tyr Lys Ala 
370 375 380 

Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu Leu Ala Lys Asp Leu Ser 
385 390 395 400 

Val Leu Ala Leu Arg Glu Gly Leu Gly Leu Pro Pro Gly Asp Asp Pro 
405 410 415 

Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly 
420 425 430 

Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Glu Ala Gly Glu Arg 
435 440 445 

Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn Leu Leu Lys Arg Leu Glu 
450 455 460 

Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg Glu Val Glu Arg Pro Leu 
465 470 475 480 

Ser Ala Val Leu Ala His Met Glu Ala Thr Gly Val Arg Leu Asp Val 
485 490 495 

Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val Ala Glu Glu He Ala Arg 
500 505 510 

Leu Glu Ala Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn 
515 520 525 

Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Gly Leu Pro 
530 535 540 

Ala He Lys Lys Thr Gin Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala 
545 550 555 560 

Val Leu Glu Ala Leu Arg Glu Ala His Pro He Val Glu Lys He Leu 
565 570 575 

Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser Thr Tyr He Asp Pro Leu 
580 585 590 

Pro Asp Leu He His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn 
595 600 605 

Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu 
610 615 620 



Gin Asn He Pro Val Arg Thr Pro Leu Gly Gin Arg He Arg Arg Ala 
625 630 635 640 

Phe He Ala Glu Glu Gly Trp Leu Leu Val Ala Leu Asp Tyr Ser Gin 
645 650 655 
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He Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu He 
660 665 670 

Arg Val Phe Gin Glu Gly Arg Asp He His Thr Glu Thr Ala Ser Trp 
675 680 685 

Met Phe Gly Val Pro Arg Glu Ala Val Asp Pro Leu Met Arg Arg Ala 
690 t 695 700 

Ala Lys Thr He Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg 
705 710 715 720 

Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Gin Ala Phe lie 
725 730 735 

Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys 
740 745 750 

Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr Val Glu Thr Leu Phe Gly 
755 760 765 

Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala Arg Val Lys Ser Val Arg 
770 775 780 

Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala 
785 790 795 800 

Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Glu 
805 810 815 

Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Val Leu 
820 825 830 

Glu Ala Pro Lys Glu Arg Ala Glu Ala Val Ala Arg Leu Ala Lys Glu 
835 840 845 

Val Met Glu Gly Val Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val 
850 855 860 

Gly He Gly Glu Asp Trp Leu Ser Ala Lys Glu His His His His His 
865 870 875 880 

His 



<210> 567 

<211> 2643 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 567 



atgggtgcgg atattggtga cctctttgag agggaagagg tcgagcttga gtacttctca 


60 


ggaaagaaaa ttgccgttga 


tgctttcaac 


acgctatacc 


agttcatctc 


gataataagg 


120 


cagcctgacg gtacgccgtt 


aaaggactca 


cagggcagaa 


tcacctctca 


cctttccgga 


180 


atcctataca gagtctccaa catggtcgag gtgggaatca ggccggtgtt 


tgtattcgac 


240 


ggagagccac cggagttcaa 


gaaggctgaa 


attgaggaga 


ggaaaaagag 


aagggctgag 


300 


gcagaggaga tgtggattgc 


ggctttgcag 


gcaggagata 


aggacgcgaa 


aaagtatgct 


360 


caggctgcag ggagggttga 


cgagtacatt 


gttgactccg 


caaagacgct 


tttaagttac 


420 


atggggattc cctttgtcga 


tgccccgtct 


gaaggagagg 


cgcaggctgc 


ttacatggca 


480 


gcaaaaggcg atgtggagta 


cacaggaagc 


caggattacg attctctgct 


cttcggaagc 


540 


ccgagactcg ccagaaatct 


cgcaataacg ggaaaaagga 


agcttcccgg 


caaaaatgtc 


600 


tatgtggatg taaagccgga 


gataataatt 


ctggaaagca 


acctcaaaag 


gctgggtttg 


660 


acgagggagc agctcatcga 


catagcgatt 


ctggtcggga 


cggactacaa 


tgagggtgtg 


720 


aagggtgtcg gcgtcaagaa 


ggctttgaac 


tacatcaaga 


cctacggaga 


tattttcagg 


780 


gcactcaagg ctctgaaagt 


aaatattgac 


cacgtagagg 


agataaggaa 


tttcttcctg 


840 


aatcctcctg tgactgacga 


ctacagaata 


gagttcaggg 


agcctgactt 


tgagaaggcc 


900 


atcgagttcc tgtgcgagga 


gcacgacttc 


agcagggaga 


gggtcgagaa 


ggccttggag 


960 


aagctcaaag ctctgaagtc 


aacccaggcc 


acgcttgaga 


ggtggttcct 


ggaggaggcc 


1020 


ccctggcccc cgccggaagg ggccttcgtg ggcttcgtcc 


tctcccgccc 


cgagcccatg 


1080 


tgggcggagc ttaaagccct 


ggccgcctgc 


aggggcggcc 


gcgtccaccg 


ggcccccgag 


1140 


ccttataaag ccctcaggga 


cctgaaggag gcgcgggggc 


ttctcgccaa 


agacctgagc 


1200 


gttctggccc tgagggaagg 


ccttggcctc 


ccgcccggcg 


acgaccccat 


gctcctcgcc 


1260 


tacctcctgg acccttcgaa 


caccaccccc 


gagggggtgg 


cccggcgcta 


cggcggggag 


1320 


tggacggagg aggcggggga 


gcgggccgcc 


ctttccgaga 


ggctcttcgc 


caacctgtgg 


1380 


gggaggcttg agggggagga 


gaggctcctt 


tggctttacc 


gggaggtgga 


gaggcccctt 


1440 


tccgctgtcc tggcccatat 


ggaggccacg 


9999tgcgcc 


tggacgtggc 


ctatctcagg 


1500 


gccttgtccc tggaggtggc 


cgaggagatc 


gcccgcctcg 


aggccgaggt 


cttccgcctg 


1560 


gccggccacc ccttcaacct 


caactcccgg 


gaccagctgg 


aaagggtcct 


ctttgacgag 


1620 


ctagggcttc ccgccatcgg 


caagacggag 


aagaccggca 


agcgctccac 


cagcgccgcc 


1680 


gtcctggagg ccctccgcga 


ggcccacccc 


atcgtggaga 


agatcctgca 


gtaccgggag 


1740 


ctcaccaagc tgaagagcac 


ctacattgac 


cccttgccgg 


acctcatcca 


ccccaggacg 


1800 


ggccgcctcc acacccgctt 


caaccagacg 


gccacggcca 


cgggcaggct 


aagtagctcc 


1860 
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gatcccaacc tccagaacat ccccgtccgc accccgcttg ggcagaggat ccgccgggcc 1920 

ttcatcgccg aggaggggtg gctattggtg gccctggact atagccagat agagctcagg 1980 

gtgctggccc acctctccgg cgacgagaac ctgatccggg tcttccagga ggggcgggac 2040 

atccacacgg agaccgccag ctggatgttc ggcgtccccc gggaggccgt ggaccccctg 2100 

atgcgccggg cggccaagac catcaacttc ggggtcctct acggcatgtc ggcccaccgc 2160 

ctctcccagg agctagccat cccttacgag gaggcccagg ccttcattga gcgctacttt 2220 

cagagcttcc ccaaggtgcg ggcctggatt gagaagaccc tggaggaggg caggaggcgg 2280 

gggtacgtgg agaccctctt cggccgccgc cgctacgtgc cagacctaga ggcccgggtg 2340 

aagagcgtgc gggaggcggc cgagcgcatg gccttcaaca tgcccgtcca gggcaccgcc 2400 

gccgacctca tgaagctggc tatggtgaag ctcttcccca ggctggagga aatgggggcc 2460 

aggatgctcc ttcaggtcca caacgagctg gtcctcgagg ccccaaaaga gagggcggag 2520 

gccgtggccc ggctggccaa ggaggtcatg gagggggtgt atcccctggc cgtgcccctg 2580 

gaggtggagg tggggatagg ggaggactgg ctctccgcca aggagcacca ccaccaccac 2640 

cac 2643 
<210> 568 

<211> 881 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 568 

Met Gly Ala Asp He Gly Asp Leu Phe Glu Arg Glu Glu Val Glu Leu 
15 10 15 

Glu Tyr Phe Ser Gly Lys Lys He Ala Val Asp Ala Phe Asn Thr Leu 
20 25 30 

Tyr Gin Phe He Ser He He Arg Gin Pro Asp Gly Thr Pro Leu Lys 
35 40 45 

Asp Ser Gin Gly Arg He Thr Ser His Leu Ser Gly He Leu Tyr Arg 
50 55 60 

Val Ser Asn Met Val Glu Val Gly He Arg Pro Val Phe Val Phe Asp 
65 70 .75 80 

Gly Glu Pro Pro Glu Phe Lys Lys Ala Glu He Glu Glu Arg Lys Lys 
85 90 95 

Arg Arg Ala Glu Ala Glu Glu Met Trp He Ala Ala Leu Gin Ala Gly 
100 105 HO 
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Asp Lys Asp Ala Lys Lys Tyr Ala Gin Ala Ala Gly Arg Val Asp Glu 
115 120 125 

Tyr He Val Asp Ser Ala Lys Thr Leu Leu Ser Tyr Met Gly He Pro 
130 135 140 

Phe Val Asp Ala Pro Ser Glu Gly Glu Ala Gin Ala Ala Tyr Met Ala 
145 150 155 160 

Ala Lys Gly Asp Val Glu Tyr Thr Gly Ser Gin Asp Tyr Asp Ser Leu 
165 170 175 

Leu Phe Gly Ser Pro Arg Leu Ala Arg Asn Leu Ala He Thr Gly Lys 
180 185 190 

Arg Lys Leu Pro Gly Lys Asn Val Tyr Val Asp Val Lys Pro Glu He 
195 200 205 

He He Leu Glu Ser Asn Leu Lys Arg Leu Gly Leu Thr Arg Glu Gin 
210 215 220 

Leu He Asp He Ala He Leu Val Gly Thr Asp Tyr Asn Glu Gly Val 
225 230 235 240 

Lys Gly Val Gly Val Lys Lys Ala Leu Asn Tyr He Lys Thr Tyr Gly 
245 250 255 

Asp He Phe Arg Ala Leu Lys Ala Leu Lys Val Asn He Asp His Val 
260 265 270 

Glu Glu He Arg Asn Phe Phe Leu Asn Pro Pro Val Thr Asp Asp Tyr 
275 280 285 

Arg He Glu Phe Arg Glu Pro Asp Phe Glu Lys Ala He Glu Phe Leu 
290 295 300 

Cys Glu Glu His Asp Phe Ser Arg Glu Arg Val Glu Lys Ala Leu Glu 
305 310 315 320 

Lys Leu Lys Ala Leu Lys Ser Thr Gin Ala Thr Leu Glu Arg Trp Phe 
325 330 335 

Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe 
340 345 350 

Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala 
355 360 365 

Ala Cys Arg Gly Gly Arg Val His Arg Ala Pro Glu Pro Tyr Lys Ala 
370 375 380 



Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu Leu Ala Lys Asp Leu Ser 
385 390 395 400 

Val Leu Ala Leu Arg Glu Gly Leu Gly Leu Pro Pro Gly Asp Asp Pro 
405 410 415 

Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly 
420 425 430 

Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Glu Ala Gly Glu Arg 
435 440 445 
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Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn Leu Trp Gly Arg Leu Glu 
450 455 460 

Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg Glu Val Glu Arg Pro Leu 
465 470 475 480 

Ser Ala Val Leu Ala His Met Glu Ala Thr Gly Val Arg Leu Asp Val 
485 490 495 

Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val Ala Glu Glu He Ala Arg 
500 505 510 

Leu Glu Ala Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn 
515 520 525 

Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Gly Leu Pro 
530 535 540 

Ala He Gly Lys Thr Glu Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala 
545 550 555 560 

Val Leu Glu Ala Leu Arg Glu Ala His Pro He Val Glu Lys He Leu 
565 570 575 

Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser Thr Tyr He Asp Pro Leu 
580 585 590 

Pro Asp Leu He His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn 
595 600 605 

Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu 
610 615 620 

Gin Asn He Pro Val Arg Thr Pro Leu Gly Gin Arg He Arg Arg Ala 
625 630 635 640 

Phe He Ala Glu Glu Gly Trp Leu Leu Val Ala Leu Asp Tyr Ser Gin 
645 650 655 

He Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu He 
660 665 670 

Arg Val Phe Gin Glu Gly Arg Asp He His Thr Glu Thr Ala Ser Trp 
675 680 685 

Met Phe Gly Val Pro Arg Glu Ala Val Asp Pro Leu Met Arg Arg Ala 
690 695 700 

Ala Lys Thr He Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg 
705 710 715 720 

Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Gin Ala Phe He 
725 730 735 

Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys 
740 745 750 

Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr Val Glu Thr Leu Phe Gly 
755 760 765 

Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala Arg Val Lys Ser Val Arg 
770 775 780 
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Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala 
78 5 790 795 800 

Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Glu 
805 810 815 

Glu Met Gly Ala Arg Met Leu Leu Gin Val His Asn Glu Leu Val Leu 
820 825 830 

Glu Ala Pro Lys Glu Arg Ala Glu Ala Val Ala Arg Leu Ala Lys Glu 
835 840 845 

Val Met Glu Gly Val Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val 
850 855 860 

Gly He Gly Glu Asp Trp Leu Ser Ala Lys Glu His His His His His 
8^5 870 875 880 

His 



<210> 569 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 569 

gagcggataa caatttcaca cagg 

<210> 570 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 570 

tgcccggtgc acgcggccgc ccctgcaggc 

<210> 571 

<211> 2445 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 571 



atgaattccc 


tgcccctctt 


tgagcccaag ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtccgcat 


cctcaccgcc 


420 


gacaaagacc 


tttaccagct 


cctttccgac 


cgcatccacg 


tcctccaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcctga 


ggcccgacca 


gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgagtccgac 


aaccttcccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tcctgggacc 


tggccaaggt 


gcgcaccgac 


ctgcccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggaggg 


ggagaagccc 


cgggaggagg 


ccccctggcc 


cccgcccgaa 


840 


ggggccttcg 


tgggcttcct 


cctttcccgc 


cccgagccca 


tgtgggcgga 


gcttaaagcc 


900 


ctggccgcct 


gcaggggcgg 


ccgcgtgcac 


cgggcagcag 


accccttggc 


ggggctaaag 


960 


gacctcaagg 


aggtccgggg 


cctcctcgcc 


aaggacctcg 


ccgtcttggc 


ctcgagggag 


1020 


gggctagacc 


tcgtgcccgg 


ggacgacccc 


atgctcctcg 


cctacctcct 


ggacccttcg 


1080 


aacaccaccc 


ccgagggggt 


ggcgcggcgc 


tacggggggg 


agtggacgga 


ggacgccgcc 


1140 


caccgggccc 


tcctctcgga 


gaggctccat 


cggaacctcc 


ttaagcgcct 


cgagggggag 


1200 


gagaagctcc 


tttggctcta 


ccacgaggtg 


gaaaagcccc 


tctcccgggt 


cctggcccat 


1260 


atggaggcca 


ccggggtacg 


gcgggacgtg 


gcctaccttc 


aggccctttc 


cctggagctt 


1320 


gcggaggaga 


tccgccgcct 


cgaggaggag 


gtcttccgct 


tggcgggcca 


ccccttcaac 


1380 


ctcaactccc 


gggaccagct 


ggaaagggtg 


ctctttgacg 


agcttaggct 


tcccgccttg 


1440 


aagaagacga 


agaagacagg 


caagcgctcc 


accagcgccg 


cggtgctgga 


ggccctacgg 


1500 


gaggcccacc 


ccatcgtgga 


gaagatcctc 


cagcaccggg 


agctcaccaa 


gctcaagaac 


1560 


acctacgtgg 


accccctccc 


aagcctcgtc 


cacccgagga 


cgggccgcct 


ccacacccgc 


1620 


ttcaaccaga 


cggccacggc 


cacggggagg 


cttagtagct 


ccgaccccaa 


cctgcagaac 


1680 


atccccgtcc 


gcaccccctt 


gggccagagg 


atccgccggg 


ccttcgtggc 


cgaggcgggt 


1740 


tgggcgttgg 


tggccctgga 


ctatagccag 


atagagctcc 


gcgtcctcgc 


ccacctctcc 


1800 


ggggacgaaa 


acctgatcag 


ggtcttccag 


gaggggaagg 


acatccacac 


ccagaccgca 


1860 
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agctggatgt 


tcggcgtccc 


cccqqaqacc Qtaaaccccc 


tgatgcgccg ggcggccaag 


1 990 

X J £t \J 


acggtgaact 


tcggcgtcct 


ctacggcatg tccgcccata 


ggctctccca 


ggagcttgcc 


1980 


atcccctacg 


aggaggcggt 


ggcctttata gagcgctact 


tccaaagctt 


ccccaaggtg 


2040 


cgggcctgga 


tagaaaagac 


cctggaggag gggaggaagc 


ggggctacgt 


ggaaaccctc 


2100 


ttcggaagaa 


ggcgctacgt 


gcccgacctc aacgcccggg 


tgaagagcgt 


cagggaggcc 


9i fin 


QCQQaacQca 

-J -3 -3 -D ^ «3 


tggccttcaa 


catgcccgtc cagggcaccg 


ccgccgacct 


LdCyaayCLC 


z z z u 


gccatggtga 


agctcttccc 


ccgcctccgg gagatggggg cccgcatgct 


cctccaggtc 


2280 


gccaacgagc 


tcctcctgga 


ggccccccaa gcgcgggccg 


aggaggtggc 


ggctttggcc 


2340 


aaggaggcca 


tggagaaggc 


ctatcccctc gccgtgcccc 


tggaggtgga 


ggtggggatg 


2400 


ggggaggact 


ggctttccgc 


caagggtcac caccaccacc 


accac 




2445 



<210> 572 
<211> 815 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 572 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val He Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu He Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys Asp Leu 
130 135 140 
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Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 170 175 

Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 185 190 

Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 200 205 

Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 

Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu Lys Leu 
225 230 235 240 

Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 

Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Glu Lys Pro Arg Glu 
260 265 270 

Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu 
275 280 285 

Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys 
290 295 300 

Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys 
305 310 315 320 

Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu 
325 330 335 

Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu 
340 345 350 

Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala 
355 360 365 

Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu 
370 375 380 

Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu 
385 390 395 400 

Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg 
405 410 415 

Val Leu Ala His Met Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr 
420 425 430 

Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu 
435 440 445 

Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg 
450 455 460 



Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu 
465 470 475 480 
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Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu 
485 490 495 

Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu Gin His 
500 505 510 

Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser 
515 520 525 

Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr 
530 535 540 

Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn 
545 550 555 560 

lie Pro Val Arg Thr Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val 
565 570 575 

Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu 
580 585 590 

Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu lie Arg Val 
595 600 605 

Phe Gin Glu Gly Lys Asp He His Thr Gin Thr Ala Ser Trp Met Phe 
610 615 620 

Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys 
625 630 635 640 

Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser 
645 650 655 

Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg 
660 665 670 

Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu 
675 680 685 

Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg 
690 695 700 

Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala 
705 710 715 720 

Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp 
725 730 735 

Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met 
740 745 750 

Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala 
755 760 765 

Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met 
770 775 780 

Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val Gly Met 
785 790 795 800 



Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His His 
805 810 815 
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<210> 573 

<211> 2520 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 573 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


caaggaggac 


180 


ggggacgcgg 


tgatcgtggt 


ctttgacgcc 


aaggccccct 


ccttccgcca 


cgaggcctac 


240 


ggggggtaca 


aggcgggccg 


ggcccccacc 


ccggaggact 


tcccccgcca 


gctcgccttg 


300 


gtcaagcggc 


tggtggacct 


tctgggcctg 


gtccgcctcg 


aggccccggg 


gtacgaggcg 


360 


gacgacgtcc 


tgggcaccct 


ggccaagaag 


gccgaaaagg 


aggggtacga 


ggtgcgcatc 


420 


ctcaccgccg 


accgcgacct 


ctaccaactc 


gtctccgacc 


gcatccacgt 


cctccacccc 


480 


gaggggtacc 


tcatcacccc 


ggagtggctt 


tgggagaagt 


atgggcttaa 


gccttcccag 


540 


tgggtggact 


accgggcctt 


ggccggggac 


ccttccgaca 


acatccccgg 


cgtgaagggc 


600 


atcggggaga 


agacggcggc 


caagctgatc 


cgggagtggg 


gaagcctgga 


aaacctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


780 


gccaaaaggc 


gggagcccga 


ccgggagagg 


cttagggcct 


ttctggagag 


gcttgagttt 


840 


ggcagcctcc 


tccacgagtt 


cggccttctg 


gaaagcccca 


aggccctgga 


qqaqqccccc 


900 


tggcccccgc 


cggaaggggc 


cttcgtgggc 


ttcgtcctct 


cccgccccga 


gcccatgtgg 


960 


gcggagctta 


aagccctggc 


cgcctgcagg 


ggcggccgcg 


tgcaccgggc 


agcagacccc 


1020 


ttggcggggc 


taaaggacct 


caaggaggtc 


cggggcctcc 


tcgccaagga 


cctcgccgtc 


1080 


ttggcctcga 


gggaggggct 


agacctcgtg 


cccggggacg 


accccatgct 


cctcgcctac 


1140 


ctcctggacc 


cttcgaacac 


cacccccgag 


ggggtggcgc 


ggcgctacgg 


gggggagtgg 


1200 


acggaggacg 


ccgcccaccg 


ggccctcctc 


tcggagaggc 


tccatcggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcctttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccatatgga 


ggccaccggg 


gtacggcggg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


cagctggaaa 


999tgctctt 


tgacgagctt 


1500 
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t 



aggcttcccg ccttgaagaa gacgaagaag acaggcaagc gctccaccag cgccgcggtg 1560 
ctggaggccc tacgggaggc ccaccccatc gtggagaaga tcctccagca ccgggagctc 1620 
accaagctca agaacaccta cgtggacccc ctcccaagcc tcgtccaccc gaggacgggc 1680 
cgcctccaca cccgcttcaa ccagacggcc acggccacgg ggaggcttag tagctccgac 1740 
cccaacctgc agaacatccc cgtccgcacc cccttgggcc agaggatccg ccgggccttc 1800 
gtggccgagg cgggttgggc gttggtggcc ctggactata gccagataga gctccgcgtc 1860 
ctcgcccacc tctccgggga cgaaaacctg atcagggtct tccaggaggg gaaggacatc 1920 
cacacccaga ccgcaagctg gatgttcggc gtccccccgg aggccgtgga ccccctgatg 1980 
cgccgggcgg ccaagacggt gaacttcggc gtcctctacg gcatgtccgc ccataggctc 2040 
tcccaggagc ttgccatccc ctacgaggag gcggtggcct ttatagagcg ctacttccaa 2100 
agcttcccca aggtgcgggc ctggatagaa aagaccctgg aggaggggag gaagcggggc 2160 
tacgtggaaa ccctcttcgg aagaaggcgc tacgtgcccg acctcaacgc ccgggtgaag 2220 
agcgtcaggg aggccgcgga gcgcatggcc ttcaacatgc ccgtccaggg caccgccgcc 22 80 
gacctcatga agctcgccat ggtgaagctc ttcccccgcc tccgggagat gggggcccgc 2340 
atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 24 00 
gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 2460 
gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 2520 
<210> 574 
<211> 840 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 574 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
1 5 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val 
50 55 60 

lie Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr 
65 70 75 80 
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Gly Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
85 90 95 

Gin Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Leu Val Arg 
100 105 110 

Leu Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala 
115 120 125 

Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp 
130 135 140 

Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg lie His Val Leu His Pro 
145 150 155 160 

Glu Gly Tyr Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 

Lys Pro Ser Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser 
180 185 190 

Asp Asn lie Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys 
195 200 205 

Leu lie Arg Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu Asp 
210 215 220 

Arg Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp 
225 230 235 240 

Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg 
260 265 270 

Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 

Leu Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro 
290 295 300 

Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro Met Trp 
305 310 315 320 

Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 335 

Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 

Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 

Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro 
370 375 380 

Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 

Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 
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Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 455 460 

Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 475 480 

Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 505 510 

Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
515 520 525 

Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
530 535 540 

Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
545 550 555 560 

Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 

Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
595 600 605 

Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie 
625 630 635 640 

His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 

Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr 
675 680 685 

Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 

Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 
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Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 

Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
770 775 780 

Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 800 

Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 

Lys Gly His His His His His His 
835 840 

<210> 575 

<211> 2445 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 575 
atgaattccc 


tgcccctctt 


tgagcccaag ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggctt 


tacccgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtccgcat 


cctcaccgcc 


420 


gacaaagacc 


tttaccagct 


cctttccgac 


cgcatccacg 


tcctccaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcctga 


ggcccgacca 


gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgagtccgac 


aaccttcccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tcctgggacc 


tggccaaggt 


gcgcaccgac 


ctgcccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggaggg 


ggagaagccc 


cgggaggagg 


ccccctggcc 


cccgcccgaa 


840 


ggggccttcg 


tgggcttcct 


cctttcccgc 


cccgagccca 


tgtgggcgga 


gcttaaagcc 


900 


ctggccgcct 


gcaggggcgg 


ccgcgtgcac 


cgggcagcag 


accccttggc 


ggggctaaag 


960 
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gacctcaagg 


aggtccgggg 


cctcctcgcc 


aaggacctcg 


ccgtcttggc 


ctcgagggag 


1020 


gggctagacc 


tcgtgcccgg ggacgacccc 


atgctcctcg 


cctacctcct 


ggacccttcg 


1080 


aacaccaccc 


ccgagggggt 


ggcgcggcgc 


tacggggggg 


agtggacgga 


ggacgccgcc 


1140 


caccgggccc 


tcctctcgga gaggctccat 


cggaacctcc 


ttaagegect 


cgagggggag 


1200 


gagaagctcc 


t ttcract eta 


ccacgaggtg gaaaagcccc 


tctcccgggt 


cctggcccat 


1260 


atggaggcca 




ycyyyacgtg 


yi-v_L.clCCL.L.C 


aggccctttc 


cctggagctt 


1320 


gcggaggaga 


t~ c c a cc cr c* c t* 


cgaggaggag 


gtcttccgct 


tggegggeca 


ccccttcaac 


1380 


ctcaactccc 


yyy y ^ 


ggaaagggtg 


ctctttgacg 


agcttaggct 


tcccgccttg 


1440 


aagaagacga 


ciy 0 ciy ciVw cty y 


caagcgctcc 


accagcgccg 


cggtgctgga 


ggccctacgg 


1500 


gaggcccacc 




gaagatcctc 


cagcaccggg 


agctcaccaa 


gctcaagaac 


1560 


acctacgtgg 




aagcctcgtc 


cacccgagga 


cgggccgcct 


ccacacccgc 


1620 


ttcaaccaga 


v-yy t-<-cn_.yyo 


caeggggagg 


cttagtagct 


ccgaccccaa 


cctgcagaac 


1680 


atccccgtcc 




gggecagagg 


atccgccggg 


ccttcgtggc 


egaggegggt 


1740 


tgggcgttgg 


yy ^ uyya 


etatagecag 


atagagctcc 


gcgtcctcgc 


ccacctctcc 


1800 


ggggacgaaa 


ct\—\— i,y ex u ^— cty 


ggtcttccag gaggggaagg acatccacac 


ccagaccgca 


1860 


agctggatgt 


yy y v_. 


cccggaggcc 


gtggaccccc 


tgatgcgccg 


ggcggccaag 


1920 


acggtgaact 


yy y l. l. 


etaeggcatg 


tccgcccata 


ggctctccca 


ggagcttgee 


1980 


atcccctacg 


agg a ggcggt 


ggectttata 


gagegctact 


tccaaagctt 


ccccaaggtg 


2040 


cgggcctgga 


tagaaaagac 


cctggaggag gggaggaagc ggggctacgt 


ggaaaccctc 


2100 


ttcggaagaa 


ggcgctacgt 


gcccgacctc 


aacgcccggg 


tgaagagcgt 


ca gggaggcc 


2160 


gcggagcgca 


tggccttcaa 


catgcccgtc 


cagggcaccg 


ccgccgacct 


catgaagctc 


2220 


gccatggtga 


agctcttccc 


ccgcctccgg 


gagatggggg 


cccgcatgct 


cctccaggtc 


2280 


gccaacgagc 


tcctcctgga 


ggccccccaa 


gcgcgggccg 


aggaggtggc 


ggctttggcc 


2340 


aaggaggcca 


tggagaaggc 


ctatcccctc 


gccgtgcccc 


tggaggtgga 


ggtggggatg 


2400 


ggggaggact 


ggctttccgc 


caagggtcac 


caccaccacc 


accac 




2445 



<210> 576 

<211> 815 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 576 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Met Val Asp Leu Leu Gly Phe Thr Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 170 175 

Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 185 190 

Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 200 205 

Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 

Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu Lys Leu 
225 230 235 240 

Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 

Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Glu Lys Pro Arg Glu 
260 265 270 

Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu 
275 280 285 

Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys 
290 295 300 



Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys 
305 310 315 320 
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Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu 
325 330 335 

Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu 
340 345 350 

Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala 
355 360 365 

Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu 
370 375 380 

Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu 
385 390 395 400 

Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg 
405 410 415 

Val Leu Ala His Met Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr 
420 425 430 

Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu 
435 440 445 

Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg 
450 455 460 

Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu 
465 470 475 480 

Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu 
485 490 495 

Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu Gin His 
500 505 510 

Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser 
515 520 525 

Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr 
530 535 540 

Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn 
545 550 555 560 

lie Pro Val Arg Thr Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val 
565 570 575 

Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu 
580 585 590 

Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu lie Arg Val 
595 600 605 

Phe Gin Glu Gly Lys Asp lie His Thr Gin Thr Ala Ser Trp Met Phe 
610 615 620 

Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys 
625 630 635 640 

Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser 
645 650 655 
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Gin Glu Leu Ala 
660 

Tyr Phe Gin Ser 
675 

Glu Glu Gly Arg 
690 

Arg Tyr Val Pro 
705 

Ala Glu Arg Met 



Leu Met Lys Leu 
740 

Gly Ala Arg Met 
755 

Pro Gin Ala Arg 
770 

Glu Lys Ala Tyr 
785 

Gly Glu Asp Trp 



<210> 577 

<211> 2520 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 577 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


caaggaggac 


180 


ggggacgcgg 


tgatcgtggt 


ctttgacgcc 


aaggccccct 


ccttccgcca 


cgaggcctac 


240 


ggggggtaca 


aggcgggccg 


ggcccccacc 


ccggaggact 


tcccccgcca 


gctcgccttg 


300 


gtcaagcggc 


tggtggacct 


tctgggcttt 


acccgcctcg 


aggccccggg 


gtacgaggcg 


360 


gacgacgtcc 


tgggcaccct 


ggccaagaag 


gccgaaaagg 


aggggtacga 


ggtgcgcatc 


420 


ctcaccgccg 


accgcgacct 


ctaccaactc 


gtctccgacc 


gcatccacgt 


cctccacccc 


480 


gaggggtacc 


tcatcacccc 


ggagtggctt 


tgggagaagt 


atgggcttaa 


gccttcccag 


540 


tgggtggact 


accgggcctt 


ggccggggac 


ccttccgaca 


acatccccgg 


cgtgaagggc 


600 
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He Pro Tyr Glu 



Phe Pro Lys Val 
680 

Lys Arg Gly Tyr 
695 

Asp Leu Asn Ala 
710 

Ala Phe Asn Met 
725 

Ala Met Val Lys 



Leu Leu Gin Val 
760 

Ala Glu Glu Val 
775 

Pro Leu Ala Val 
790 

Leu Ser Ala Lys 
805 



Glu Ala Val Ala 
665 

Arg Ala Trp He 



Val Glu Thr Leu 
700 

Arg Val Lys Ser 
715 

Pro Val Gin Gly 
730 

Leu Phe Pro Arg 
745 

Ala Asn Glu Leu 



Ala Ala Leu Ala 
780 

Pro Leu Glu Val 
795 

Gly His His His 
810 



Phe He Glu Arg 
670 

Glu Lys Thr Leu 
685 

Phe Gly Arg Arg 



Val Arg Glu Ala 
720 

Thr Ala Ala Asp 
735 

Leu Arg Glu Met 
750 

Leu Leu Glu Ala 
765 

Lys Glu Ala Met 



Glu Val Gly Met 
800 

His His His 
815 

















atcggggaga 


agacggcggc 


caagctgatc 


cgggagtggg gaagcctgga 


aaacctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


780 


gccaaaaggc 


gggagcccga 


ccgggagagg 


cttagggcct 


ttctggagag gcttgagttt 


840 


ggcagcctcc 


tccacgagtt 


cggccttctg gaaagcccca 


aggccctgga 


ggaggccccc 


900 


tggcccccgc 


cggaaggggc 


cttcgtgggc 


ttcgtcctct 


cccgccccga 


gcccatgtgg 


960 


gcggagctta 


aagccctggc 


cgcctgcagg ggcggccgcg 


cgcaccgggc 


agcagacccc 


1020 


ttggcggggc 


taaaggacct 


caaggaggtc 


cggggcctcc 


tcgccaagga 


cctcgccgtc 


1080 


ttggcctcga 


gggaggggct 


agacctcgtg 


cccggggacg 


accccatgct 


cctcgcctac 


1140 


ctcctggacc 


cttcgaacac 


cacccccgag 


ggggtggcgc 


ggcgctacgg 


gggggagtgg 


1200 


acggaggacg 


ccgcccaccg 


ggccctcctc 


tcggagaggc 


tccatcggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcct ttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccatatgga 


ggccaccggg 


gtacggcggg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggt c 1 1 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


cagctggaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttgaagaa 


gacgaagaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


gtggagaaga 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggacgggc 


1680 


cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtccgcacc 


cccttgggcc 


agaggatccg 


ccgggccttc 


1800 


gtggccgagg 


cgggttgggc 


gttggtggcc 


ctggactata 


gccagataga 


gctccgcgtc 


1860 


ctcgcccacc 


tctccgggga 


cgaaaacctg 


atcagggtct 


tccaggaggg gaaggacatc 


1920 


cacacccaga 


ccgcaagctg 


gatgttcggc 


gtccccccgg 


aggccgtgga 


ccccctgatg 


1980 


cgccgggcgg 


ccaagacggt 


gaacttcggc 


gtcctctacg 


gcatgtccgc 


ccataggctc 


2040 


tcccaggagc 


ttgccatccc 


ctacgaggag 


gcggtggcct 


ttatagagcg ctacttccaa 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aagaccctgg 


aggaggggag 


gaagcggggc 


2160 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


2220 


agcgtcaggg 


aggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


2280 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


2340 
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atgctcctcc aggtcgccaa cgagctcctc ctggaggccc cccaagcgcg ggccgaggag 2400 
gtggcggctt tggccaagga ggccatggag aaggcctatc ccctcgccgt gcccctggag 2460 
gtggaggtgg ggatggggga ggactggctt tccgccaagg gtcaccacca ccaccaccac 2520 
<210> 578 
<211> 840 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 578 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val 
50 55 60 

lie Val Val Phe' Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr 
65 70 75 80 

Gly Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
85 90 95 

Gin Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Phe Thr Arg 
100 105 110 

Leu Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala 
115 120 125 

Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp 
130 135 140 

Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg lie His Val Leu His Pro 
145 150 155 160 

Glu Gly Tyr Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 

Lys Pro Ser Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser 
180 185 190 

Asp Asn lie Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys 
195 200 205 

Leu lie Arg Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu Asp 
210 215 220 
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Arg Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp 
225 230 235 240 

Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg 
260 265 270 

Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 

Leu Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro 
290 295 300 

Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro Met Trp 
305 310 315 320 

Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 335 

Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 

Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 

Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro 
370 375 380 

Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 

Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 

Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 455 460 

Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 475 480 

Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 505 510 

Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
515 520 525 

Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
530 535 540 



Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
545 550 555 560 
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Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Ser Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu 
580 585 590 

Gly Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
595 600 605 

Val Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He 
625 630 635 640 

His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 

Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr 
675 680 685 

Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 

Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 

Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
770 775 780 

Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 800 

Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 

Lys Gly His His His His His His 



835 



840 



<210> 



579 



<211> 



2445 



<212> 



DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 579 



atgaattccc 


tgcccctctt 


tgagcccaag ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tctttgacgc 


cgaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtccgcat 


cctcaccgcc 


420 


gacaaagacc 


tttaccagct 


cctttccgac 


cgcatccacg 


tcctccaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcctga 


ggcccgacca 


gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgagtccgac 


aaccttcccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tcctgggacc 


tggccaaggt 


gcgcaccgac 


ctgcccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggaggg 


ggagaagccc 


cgggaggagg 


ccccctggcc 


cccgcccgaa 


840 


ggggccttcg 


tgggcttcct 


cctttcccgc 


cccgagccca 


tgtgggcgga 


gcttaaagcc 


900 


ctggccgcct 


gcaggggcgg 


ccgcgtgcac 


cgggcagcag 


accccttggc 


ggggctaaag 


960 


gacctcaagg 


aggtccgggg 


cctcctcgcc 


aaggacctcg 


ccgtcttggc 


ctcgagggag 


1020 


gggctagacc 


tcgtgcccgg 


ggacgacccc 


atgctcctcg 


cctacctcct 


ggacccttcg 


1080 


aacaccaccc 


ccgagggggt 


ggcgcggcgc 


tacggggggg 


agtggacgga 


ggacgccgcc 


1140 


caccgggccc 


tcctctcgga 


gaggctccat 


cggaacctcc 


ttaagcgcct 


cgagggggag 


1200 


gagaagctcc 


tttggctcta 


ccacgaggtg 


gaaaagcccc 


tctcccgggt 


cctggcccat 


1260 


atggaggcca 


ccggggtacg 


gcgggacgtg 


gcctaccttc 


aggccctttc 


cctggagctt 


1320 


gcggaggaga 


tccgccgcct 


cgaggaggag 


gtcttccgct 


tggcgggcca 


ccccttcaac 


1380 


ctcaactccc 


gggaccagct 


ggaaagggtg 


ctctttgacg 


agcttaggct 


tcccgccttg 


1440 


aagaagacga 


agaagacagg 


caagcgctcc 


accagcgccg 


cggtgctgga 


ggccctacgg 


1500 


gaggcccacc 


ccatcgtgga 


gaagatcctc 


cagcaccggg 


agctcaccaa 


gctcaagaac 


1560 


acctacgtgg 


accccctccc 


aagcctcgtc 


cacccgagga 


cgggccgcct 


ccacacccgc 


1620 


ttcaaccaga 


cggccacggc 


cacggggagg 


cttagtagct 


ccgaccccaa 


cctgcagaac 


1680 
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atccccgtcc gcaccccctt gggccagagg atccgccggg ccttcgtggc cgaggcgggt 1740 
tgggcgttgg tggccctgga ctatagccag atagagctcc gcgtcctcgc ccacctctcc 1800 
ggggacgaaa acctgatcag ggtcttccag gaggggaagg acatccacac ccagaccgca 1860 
agctggatgt tcggcgtccc cccggaggcc gtggaccccc tgatgcgccg ggcggccaag 1920 
acggtgaact tcggcgtcct ctacggcatg tccgcccata ggctctccca ggagcttgcc 1980 
atcccctacg aggaggcggt ggcctttata gagcgctact tccaaagctt ccccaaggtg 2040 
cgggcctgga tagaaaagac cctggaggag gggaggaagc ggggctacgt ggaaaccctc 2100 
ttcggaagaa ggcgctacgt gcccgacctc aacgcccggg tgaagagcgt cagggaggcc 2160 
gcggagcgca tggccttcaa catgcccgtc cagggcaccg ccgccgacct catgaagctc 2220 
gccatggtga agctcttccc ccgcctccgg gagatggggg cccgcatgct cctccaggtc 2280 
gccaacgagc tcctcctgga ggccccccaa gcgcgggccg aggaggtggc ggctttggcc 2340 
aaggaggcca tggagaaggc ctatcccctc gccgtgcccc tggaggtgga ggtggggatg 2400 
ggggaggact ggctttccgc caagggtcac caccaccacc accac 2445 
<210> 580 
<211> 815 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 580 

Met Asn Ser Leu Pro Leu Phe Glu 
1 5 

Asp Gly His His Leu Ala Tyr Arg 
20 

Thr Thr Ser Arg Gly Glu Pro Val 
35 40 

Ser Leu Leu Lys Ala Leu Arg Glu 
50 55 

Phe Asp Ala Glu Ala Pro Ser Phe 
65 70 

Lys Ala Gly Arg Ala Pro Thr Pro 
85 

Leu He Lys Glu Met Val Asp Leu 
100 



Pro Lys Gly Arg 
10 

Thr Phe Phe Ala 
25 

Gin Ala Val Tyr 



Asp Gly Asp Val 
60 

Arg His Gin Thr 
75 

Glu Asp Phe Pro 
90 

Leu Gly Leu Glu 
105 



Val Leu Leu Val 
15 

Leu Lys Gly Leu 
30 

Gly Phe Ala Lys 
45 

Val He Val Val 



Tyr Glu Ala Tyr 
80 

Arg Gin Leu Ala 
95 

Arg Leu Glu Val 
110 
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Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 170 175 

Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 185 190 

Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 200 205 

Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 

Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu Lys Leu 
225 230 235 240 

Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 

Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Glu Lys Pro Arg Glu 
260 265 270 

Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu 
275 280 285 

Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys 
290 295 300 

Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys 
305 310 315 320 

Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu 
325 330 335 

Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu 
340 345 350 

Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala 
355 360 365 

Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu 
370 375 380 

Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu 
385 390 • 395 400 

Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg 
405 410 415 

Val Leu Ala His Met Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr 
420 425 430 



Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu He Arg Arg Leu Glu 
435 440 445 
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Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg 
450 455 460 

Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu 
465 470 475 480 

Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu 
485 490 495 

Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu Gin His 
500 505 510 

Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser 
515 520 525 

Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr 
530 535 540 

Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn 
545 550 555 560 

lie Pro Val Arg Thr Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val 
565 570 575 

Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu 
580 585 590 

Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu lie Arg Val 
595 600 605 

Phe Gin Glu Gly Lys Asp lie His Thr Gin Thr Ala Ser Trp Met Phe 
610 615 620 

Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys 
625 630 635 640 

Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser 
645 650 655 

Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg 
660 665 670 

Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu 
675 680 685 

Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg 
690 695 700 

Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala 
705 710 715 720 

Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp 
725 730 735 

Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met 
740 745 750 

Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala 
755 760 765 
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Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met 
770 775 780 

Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val Gly Met 
785 790 795 800 

Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His His 
805 810 815 

<210> 581 
<211> 2445 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 581 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


a cgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tctttgacgc 


cgaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


a tggtggacc 


ttttgggctt 


tacccgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtccgcat 


cctcaccgcc 


420 


gacaaagacc 


tttaccagct 


cctttccgac 


cgcatccacg 


tcctccaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcctga 


ggcccgacca gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgagtccgac 


aaccttcccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tcctgggacc 


tggccaaggt 


gcgcaccgac 


ctgcccctgg 


a ggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggaggg 


ggagaagccc 


cgggaggagg 


ccccctggcc 


cccgcccgaa 


840 


ggggccttcg 


tgggcttcct 


cctttcccgc 


cccgagccca 


tgtgggcgga 


gcttaaagcc 


900 


ctggccgcct 


gcaggggcgg 


ccgcgtgcac 


cgggcagcag 


accccttggc 


ggggctaaag 


960 


gacctcaagg 


aggtccgggg 


cctcctcgcc 


aaggacctcg 


ccgtcttggc 


ctcgagggag 


1020 


gggctagacc 


tcgtgcccgg 


ggacgacccc 


atgctcctcg 


cctacctcct 


ggacccttcg 


1080 


aacaccaccc 


ccgagggggt 


ggcgcggcgc 


tacggggggg 


agtggacgga 


ggacgccgcc 


1140 


caccgggccc 


tcctctcgga 


gaggctccat 


cggaacctcc 


ttaagcgcct 


cgagggggag 


1200 
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gagaagctcc 


tttggctcta 




/"t a a o 3 /T /"i /~« /~i /~i 

yaaaay^LLC 


tctcccgyy t 


cctggcccac 


T *5 C f\ 


atggaggcca 


ccggggtacg 


gcgggacgcg 


gcctaccttc 


aggccctttc 


cctggagctt 


1320 


gcggaggaga 


tccgccgcct 


cgaggaggag 


gtcttccgct 


tggcgggcca 


ccccttcaac 


1380 


ctcaactccc gggaccagct 


yyaaagggtg 


ctctttgacg 


agcttaggct 


tcccgccttg 


1 A A f\ 
1440 


aagaagacga 


agaagacagg 


tttdycycccc 


accagcgccg cggtgctgga ggccctacgg 


T C A A 
1500 


gaggcccacc 


ccatcgtgga 


yoayatCCLC 


cagcaccggg agctcaccaa gctcaagaac 


1 C £ A 

1560 


acctacgtgg 


accccctccc 


aagcctcgtc 


cacccgagga 


cgggccgcct 


ccacacccgc 


1620 


ttcaaccaga 


cggccacggc 


cacggggagg 


cttagtagct 


ccgaccccaa 


cctgcagaac 


1680 


atccccgtcc 


gcaccccctt 


gggccagagg 


atccqccqqcr 


ccttcgtggc 


cgaggcgggt 


1740 


tgggcgttgg 

ZJ ZJ ZJ Zs ZJ Z) 


tggccctgga 

^ZJZJ ZfZJ 


ctatagccag 


atagagctcc 


gcgtcctcgc 


ccacctctcc 


1800 


ggggacgaaa 


acctgatcag 


ggccuuccag 


craQQQqaaqQ 


acatccacac 


ccagaccgca 


1860 


agctggatgt 

ZJ ZJ ZJ ZJ 


tcggcgtccc 


CCCyyayyCC 


gtggaccccc 


tgatgcgccg ggcggccaag 


1 Q 1 A 

1920 


acggtgaact 


tcggcgtcct 


ctacggcatg 


tccgcccata 


ggctctccca 


ggagcttgcc 


1980 


atcccctacg 


aggaggcggt 


ggcctttata 


gagcgctact 


tccaaagctt 


ccccaaggtg 


2040 


cgggcctgga 


tagaaaagac 


cctggaggag 


gggaggaagc 


ggggctacgt 


ggaaaccctc 


2100 


ttcggaagaa 


ggcgctacgt 


gcccgacctc 


aacgcccggg 


tgaagagcgt 


cagggaggcc 


2160 


gcggagcgca 


tggccttcaa 


catgcccgtc 


cagggcaccg 


ccgccgacct 


catgaagctc 


2220 


gccatggtga 


agctcttccc 


ccgcctccgg 


gagatggggg 


cccgcatgct 


cctccaggtc 


2280 


gccaacgagc 


tcctcctgga 


ggccccccaa 


gcgcgggccg 


aggaggtggc 


ggctttggcc 


2340 


aaggaggcca 


tggagaaggc 


ctatcccctc 


gccgtgcccc 


tggaggtgga ggtggggatg 


2400 


ggggaggact 


ggctttccgc 


caagggtcac 


caccaccacc 


accac 




2445 



<210> 582 
<211> 815 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 582 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 
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Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Glu Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Met Val Asp Leu Leu Gly Phe Thr Arg Leu Glu Val 
100 105 HO 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 170 175 

Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 185 190 

Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 200 205 

Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 

Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu Lys Leu 
225 230 235 240 

Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 

Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Glu Lys Pro Arg Glu 
260 265 270 

Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu 
275 280 285 

Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys 
290 295 300 

Arg Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys 
305 310 315 320 

Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu 
325 330 335 

Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu 
340 345 350 



Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala 
355 360 365 
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Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu 
370 375 380 

Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu 
385 390 395 400 

Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg 
405 410 415 

Val Leu Ala His Met Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr 
420 425 430 

Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu 
435 440 445 

Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg 
450 455 460 

Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu 
465 470 475 480 

Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu 
485 490 495 

Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu Gin His 
500 505 510 

Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser 
515 520 525 

Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr 
530 535 540 

Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn 
545 550 555 560 

lie Pro Val Arg Thr Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val 
565 570 575 

Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu 
580 585 590 

Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu lie Arg Val 
595 600 605 

Phe Gin Glu Gly Lys Asp lie His Thr Gin Thr Ala Ser Trp Met Phe 
610 615 620 

Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys 
625 630 635 640 

Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser 
645 650 655 

Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg 
660 665 670 

Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu 
675 680 685 



Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg 
690 695 700 
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Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala 
705 710 715 720 

Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp 
725 730 735 

Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met 
740 745 750 

Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala 
755 760 765 

Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met 
770 775 780 

Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val Gly Met 
785 790 795 800 

Gly Glu Asp Trp Leu Ser Ala Lys Gly His His His His His His 
805 810 815 

<210> 583 
<211> 2520 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 583 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


tacctttttt 


gccctgaagg 


gcctcaccac 


cagccggggg 


120 


gagccggtcc 


aggcggtgta 


cgggtttgcc 


aagagccttt 


tgaaggcgct 


aagagaagac 


180 


ggggacgcgg 


tgatcgtggt 


ctttgacgcc 


gaggccccct 


ccttccgcca 


cgaggcctac 


240 


ggggggtaca 


aggcggggcg 


ggctcccacc 


cccgaggact 


ttccccggca 


gcttgccctt 


300 


atcaaggagc 


tggtggacct 


cctggggttt 


acccgcctcg 


aggtccccgg 


ctacgaggcg 


360 


gacgacgttc 


tcgccaccct 


ggccaagaag 


gcggaaaagg 


aggggtacga 


ggtgcgcatc 


420 


ctcaccgccg 


acaaagacct 


ttaccagctc 


ctttccgacc 


gcatccacgt 


cctccacccc 


480 


ga9999tacc 


tcatcacccc 


ggcctggctt 


tgggaaaagt 


acggcctgag 


gcccgaccag 


540 


tgggccgact 


accgggccct 


gaccggggac 


gagtccgaca 


accttcccgg 


ggtcaagggc 


600 


atcggggaga 


agaccgccct 


caagctcctc 


aaggagtggg 


ggagcctgga 


agccctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


780 


gccaaaaggc 


gggagcccga 


ccgggagggg 


cttaaggcct 


ttttggagag 


gctggagttc 


840 
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ggcagcctcc 


tccacgagtt 


cggcctcctg ggaggggaga 


agccccggga 


ggaggccccc 


900 


tggcccccgc 


cggasggggc 


cttcgtgggc 


tttgtgcttt 


cccgcaagga 


gcccatgtgg 


960 


gccgatcttc 


tggccctggc 


cgcctgcaqq 

ZJ w 3 3 3 


qqcqqccqcq 


tgcaccgggc 


agcagacccc 


1020 


ttggcggggc 


taaaggacct 


caaggaggtc 


cqqqqcc tec 


tegecaagga 


cctcgccgtc 


1080 


ttggcctcga 


gggaggggct 


agacctcgtg 


cccqqqcraccr 


accccatgct 


cctcgcctac 


1140 


ctcctggacc 


cttcgaacac 


cacccccgag 


qqqqtqqcQC 


ggegctaegg 


gggggagtgg 


1200 


acggaggacg 


ccgcccaccg 


ggccctcctc 


t cqqaqaqqc 

«- *~3 3 *-*3 3 ^ 


tecateggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcctttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccatatgga 


QQCCaCCQQQ 

33 WN — s -*'-' v -'3;J3 


qtacqqcqqcr 

3 ^-^^SS ^333 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


caactQCfaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttgaagaa 


gacgaagaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


atcrcracraacra 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggaeggge 


1680 


cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


\^ *K W \— * \— * V(* V*- \mir 


c C C 1 1 GGGC* C 


agaggatccg 


ccgggccttc 


1800 


gtggccgagg 


cgggttgggc 


G 1 1 GG t~ G G C C 


r , t~acr3r , t" At* a 


gecagataga 


gctccgcgtc 


1860 


ctcgcccacc 


tctccgggga 


cgaaaacctg 


at caacrat ct~ 


tccaggaggg 


gaaggacatc 


1920 


cacacccaga 


ccgcaagctg 


aatcrt t cggc 


atrrrprrciQ 

^5 fc» v*> ^*3 3 


aggccgtgga 


ccccctgatg 


1980 


cgccgggcgg 


ccaagacggt 


gaacttcggc 


gtcctctacg 


gcatgtccgc 


ccataggctc 


2040 


tcccaggagc 


ttgccatccc 


ctacgaggag 


accicrtaacct 

3^33 3 u 


ttatagagcg 


ctacttccaa 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aagaccc tgg 


aggaggggag 


gaagegggge 


2160 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


t acgtgcccg 


acctcaacgc 


ccgggtgaag 


2220 


agcgtcaggg 


aggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


2280 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


teegggagat 


gggggcccgc 


2340 


atgctcctcc 


aggtcgccaa 


cgagctcctc 


ctggaggccc 


cccaagcgcg 


ggecgaggag 


2400 


gtggcggctt 


tggccaagga 


ggccatggag 


aaggectate 


ccctcgccgt 


gcccctggag 


2460 


gtggaggtgg 


ggatggggga 


ggactggctt 


tccgccaagg 


gtcaccacca 


ccaccaccac 


2520 
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<210> 584 
<211> 840 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 584 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Ala Val 
50 55 60 

lie Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr 
65 70 75 80 

Gly Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
85 90 95 

Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg 
100 105 110 

Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala 
115 120 125 

Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp 
130 135 140 

Lys Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro 
145 150 155 160 

Glu Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 

Arg Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser 
180 185 190 

Asp Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Leu Lys 
195 200 205 

Leu Leu Lys Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp 
210 215 220 

Arg Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp 
225 230 235 240 

Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 250 255 
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Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys 
260 265 270 

Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 

Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro Pro Pro 
290 295 300 

Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp 
305 310 315 320 

Ala Asp Leu Leu Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 335 

Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 

Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 

Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro 
370 375 380 

Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 

Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 

Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 455 460 

Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 475 480 

Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 505 510 

Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
515 520 525 

Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
530 535 540 

Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
545 550 555 560 

Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 



Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 
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Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
595 600 605 

Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie 
625 630 635 640 

His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 

Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr 
675 680 685 

Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 

Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 

Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
770 775 780 

Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 800 

Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 

Lys Gly His His His His His His 

840 





835 


<210> 


585 


<211> 


2499 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 
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<400> 585 



atgaattccc 


tgcccctctt 


tgagcccaag 


agccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gcacctcctt 


cgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtg 


120 


cagatggtct 


acggcttcgc 


ccggagcctc 


ctcaaggcct 


tgaaggagga 


cggacaggcg 


180 


gtggtcgtgg 


tctttgacgc 


caaggccccc 


tccttccgcc 


acgaggccta 


cgaggcctac 


240 


aaggcgggcc 


gggcccccac 


cccggaggac 


ttccccggca gctcgccctt 


atcaaggaga 


300 


tggtggacct 


tttgggcctg 


gcgcgcctcg 


aggtcccggg 


ctacgaggcg 


gacgacgttc 


360 


tcgccaccct 


ggccaagaag 


gcggaaaagg 


aggggtacga 


ggtgcgcatt 


ctaccgccga 


420 


ccgcgacctc 


taccaactcg 


tctccgaccg 


cgtcgccgtc 


ctccaccccg 


agggccacct 


480 


catcaccccg 


gagtggcttt 


gggagaagta 


cggcctcagg 


ccggagcagt 


gggtggactt 


540 


ccgcgccctc 


gtgggggacc 


cctccgacaa 


cctccccggg 


gtcaagggca 


tcggggagga 


600 


gacggcggcc 


aagctgatcc 


gggagtgggg 


aagcctggaa 


aaccttctta 


agcacctgga 


660 


acaggcgaaa 


cctgcctccg 


tgcgggagaa 


gatccttagc 


cacatggagg 


acctcaagct 


720 


atccctggag 


ctatcccggg 


tgcacacgga 


cttgcttctt 


cagtggactt 


taaggccctg 


780 


cgccgcagga 


cccccgacct 


ggagggcctg 


agggcctttt 


tggaggagct 


ggagttcggc 


840 


agcctcctcc 


acgagttcgg 


cctcctggag 


gcccccgccg 


cggcggagga 


agctccctgg 


900 


ccgccccccg 


agggagcctt 


cgtggggtac 


gttctttccc 


gccccgagcc 


catgtgggcg 


960 


gagcttaacg 


ccttggccgc 


cgcctggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 




1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg gccacgggga ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 
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t 



gcccacctct ccggggacga aaacctgatc agggtcttcc aggaggggaa ggacatccac 1920 
acccagaccg caagctggat gttcggcgtc cccccggagg ccgtggaccc cctgatgcgc 1980 
cgggcggcca agacggtgaa cttcggcgtc ctctacggca tgtccgccca taggctctcc 2040 
caggagcttg ccatccccta cgaggaggcg gtggccttta tagagcgcta cttccaaagc 2100 
ttccccaagg tgcgggcctg gatagaaaag accctggagg aggggaggaa gcggggctac 2160 
gtggaaaccc tcttcggaag aaggcgctac gtgcccgacc tcaacgcccg ggtgaagagc 2220 
gtcagggagg ccgcggagcg catggccttc aacatgcccg tccagggcac cgccgccgac 2280 
ctcatgaagc tcgccatggt gaagctcttc ccccgcctcc gggagatggg ggcccgcatg 2340 
ctcctccagg tcgccaacga gctcctcctg gaggcccccc aagcgcgggc cgaggaggtg 2400 
gcggctttgg ccaaggaggc catggagaag gcctatcccc tcgccgtgcc cctggaggtg 2460 
gaggtgggga tgggggagga ctggctttcc gccaagggt 2499 
<210> 586 
<211> 811 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 586 

Met Glu Phe Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly Gly Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Gly Asp Arg Asp Leu 
130 135 140 
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Tyr Gin Leu Val Ser Asp Arg Val Ala Arg Pro Glu Gin Trp Val Asp 
145 150 155 160 

Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie Pro Gly Val Lys 
165 170 175 

Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu Glu Trp Gly Ser 
180 185 190 

Val Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys Pro Ala lie Arg 
195 200 205 

Glu Lys lie Leu Ala His Met Glu Asp Leu Lys Leu Ser Leu Glu Leu 
210 215 220 

Ser Arg Val Arg Thr Asp Leu Pro Leu Glu . Val Asp Leu Ala Gin Gly 
225 230 235 240 

Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe Leu Glu Arg Leu Glu 
245 250 255 

Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu Glu Ser Pro Val Ala 
260 265 270 

Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Tyr 
275 280 285 

Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Asn Ala Leu Ala 
290 295 300 

Ala Ala Trp Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly 
305 310 315 320 

Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala 
325 330 335 

Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro 
340 345 350 

Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly 
355 360 365 

Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg 
370 375 380 

Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu 
385 390 395 400 

Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu 
405 410 415 

Ser Arg Val Leu Ala His Met Glu Ala Thr Gly Val Arg Arg Asp Val 
420 425 430 

Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu He Arg Arg 
435 440 445 

Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn 
450 455 460 



Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro 
465 470 475 480 
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Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala 
485 490 495 

Val Leu Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys lie Leu 
500 505 510 

Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu 
515 520 525 

Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn 
530 535 540 

Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu 
545 550 555 560 

Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin Arg lie Arg Arg Ala 
565 570 575 

Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin 
580 585 590 

lie Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu lie 
595 600 605 

Arg Val Phe Gin Glu Gly Lys Asp lie His Thr Gin Thr Ala Ser Trp 
610 615 620 

Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala 
625 630 635 640 

Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg 
645 650 655 

Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He 
660 665 670 

Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys 
675 680 685 

Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly 
690 695 700 

Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg 
705 710 715 720 

Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala 
725 730 735 

Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg 
740 745 750 

Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu 
755 760 765 

Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu 
770 775 780 

Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val 
785 790 795 800 



Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly 
805 810 
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<210> 587 

<211> 2433 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 587 
atggaattcc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gcaccttcca 


cgccctgaag ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagagaaga 


cggggatgtg 


180 


gtgatcgtgg 


tctttgacgc 


caaggccccc 


tccttccgcc 


acgaggccta 


cggggggtac 


240 


aaggcgggcc 


gggccccgac 


ccccgaggac 


ttcccccggc 


agctcgccct 


catcaaggag 


300 


ctggtggacc 


tcctggggct 


ggcgcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtgcgcat 


tctcaccggc 


420 


gaccgcgacc 


tttaccaact 


cgtctccgac 


cgcgtcgcca 


ggccggagca 


gtgggtggac 


480 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg gcgtgaaggg 


catcggggag 


540 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcgtgg 


aagccctcct 


caagaacctg 


600 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggagga 


cctcaagcta 


660 


tccctggagc 


tatcccgggt 


gcgcaccgac 


ctccccctgg 


aggtggacct 


cgcccagggg 


720 


cgggagcccg 


accgggaggg 


gcttaaggcc 


tttttggaga 


ggctggagtt 


cggaagcctc 


780 


ctccacgagt 


tcggcctgtt 


ggaaagcccg gtggcggcgg 


aggaagctcc 


ctggccgccc 


840 


cccgagggag 


ccttcgtggg 


gtacgttctt 


tcccgccccg 


agcccatgtg 


ggcggagctt 


900 


aacgccttgg 


ccgccgcctg 


gggcggccgc 


gtgcaccggg 


cagcagaccc 


cttggcgggg 


960 


ctaaaggacc 


tcaaggaggt 


ccggggcctc 


ctcgccaagg 


acctcgccgt 


cttggcctcg 


1020 


agggaggggc 


tagacctcgt 


gcccggggac 


gaccccatgc 


tcctcgccta 


cctcctggac 


1080 


ccttcgaaca 


ccacccccga 


gggggtggcg 


cggcgctacg 


ggggggagtg 


gacggaggac 


1140 


gccgcccacc 


gggccctcct 


ctcggagagg 


ctccatcgga 


acctccttaa 


gcgcctcgag 


1200 


ggggaggaga 


agctcctttg 


gctctaccac 


gaggtggaaa 


agcccctctc 


ccgggtcctg 


1260 


gcccatatgg 


aggccaccgg 


ggtacggcgg 


gacgtggcct 


accttcaggc 


cctttccctg 


1320 


gagcttgcgg 


aggagatccg 


ccgcctcgag 


gaggaggtct 


tccgcttggc 


gggccacccc 


1380 


ttcaacctca 


actcccggga 


ccagctggaa 


agggtgctct 


ttgacgagct 


taggcttccc 


1440 


gccttgaaga 


agacgaagaa 


gacaggcaag 


cgctccacca 


gcgccgcggt 


gctggaggcc 


1500 
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ctacgggagg 


cccaccccat 


cgtggagaag 


atcctccagc 


accgggagct 


caccaagctc 


1560 


aagaacacct 


acgtggaccc 


cctcccaagc 


ctcgtccacc 


cgaggacggg 


ccgcctccac 


1620 


acccgcttca 


accagacggc 


cacggccacg 


gggaggctta 


gtagctccga 


ccccaacctg 


1680 


cagaacatcc 


ccgtccgcac 


ccccttgggc 


cagaggatcc 


gccgggcctt 


cgtggccgag 


1740 


gcgggttggg 


cgttggtggc 


cctggactat 


agccagatag 


agctccgcgt 


cctcgcccac 


1800 


ctctccgggg 


acgaaaacct 


gatcagggtc 


ttccaggagg 


ggaaggacat 


ccacacccag 


1860 


accgcaagct 


ggatgttcgg 


cgtccccccg 


gaggccgtgg 


accccctgat 


gcgccgggcg 


1920 


gccaagacgg 


tgaacttcgg 


cgtcctctac 


ggcatgtccg 


cccataggct 


ctcccaggag 


1980 


cttgccatcc 


cctacgagga 


ggcggtggcc 


tttatagagc 


gctacttcca 


aagcttcccc 


2040 


aaggtgcggg 


cctggataga 


aaagaccctg 


gaggagggga 


ggaagcgggg 


ctacgtggaa 


2100 


accctcttcg 


gaagaaggcg 


ctacgtgccc 


gacctcaacg 


cccgggtgaa 


gagcgtcagg 


2160 


gaggccgcgg 


agcgcatggc 


cttcaacatg 


cccgtccagg 


gcaccgccgc 


cgacctcatg 


2220 


aagctcgcca 


tggtgaagct 


cttcccccgc 


ctccgggaga 


tgggggcccg 


catgctcctc 


2280 


caggtcgcca 


acgagctcct 


cctggaggcc 


ccccaagcgc 


gggccgagga 


ggtggcggct 


2340 


ttggccaagg 


aggccatgga 


gaaggcctat 


cccctcgccg 


tgcccctgga 


ggtggaggtg 


2400 


gggatggggg 


aggactggct 


ttccgccaag 


ggt 






2433 



<210> 588 
<211> 811 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 588 

Met Glu Phe Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly" Gly Tyr 
65 70 75 80 
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Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Gly Asp Arg Asp Leu 
130 135 140 

Tyr Gin Leu Val Ser Asp Arg Val Ala Arg Pro Glu Gin Trp Val Asp 
145 150 155 160 

Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie Pro Gly Val Lys 
165 170 175 

Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu Glu Trp Gly Ser 
180 185 190 

Val Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys Pro Ala lie Arg 
195 200 205 

Glu Lys lie Leu Ala His Met Glu Asp Leu Lys Leu Ser Leu Glu Leu 
210 215 220 

Ser Arg Val Arg Thr Asp Leu Pro Leu Glu Val Asp Leu Ala Gin Gly 
225 230 235 240 

Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe Leu Glu Arg Leu Glu 
245 250 255 

Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu Glu Ser Pro Val Ala 
260 265 270 

Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala Phe Val Gly Tyr 
275 280 285 

Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu Asn Ala Leu Ala 
290 295 300 

Ala Ala Trp Gly Gly Arg Val His Arg Ala Ala Asp Pro Leu Ala Gly 
305 310 315 320 

Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu Ala Lys Asp Leu Ala 
325 330 335 

Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val Pro Gly Asp Asp Pro 
340 345 350 

Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr Thr Pro Glu Gly 
355 360 365 

Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp Ala Ala His Arg 
370 375 380 

Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu Leu Lys Arg Leu Glu 
385 390 395 400 



Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu Val Glu Lys Pro Leu 
405 410 415 



- 761 - 



Ser Arg Val Leu Ala His Met Glu Ala Thr Gly Val Arg Arg Asp Val 
420 425 430 

Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu Glu lie Arg Arg 
435 440 445 

Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His Pro Phe Asn Leu Asn 
450 455 460 

Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu Leu Arg Leu Pro 
465 470 475 480 

Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser Thr Ser Ala Ala 
485 490 495 

Val Leu Glu Ala Leu Arg Glu Ala His Pro lie Val Glu Lys He Leu 
500 505 510 

Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr Val Asp Pro Leu 
515 520 525 

Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu His Thr Arg Phe Asn 
530 535 540 

Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser Asp Pro Asn Leu 
545 550 555 560 

Gin Asn He Pro Val Arg Thr Pro Leu Gly Gin Arg He Arg Arg Ala 
565 570 575 

Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala Leu Asp Tyr Ser Gin 
580 585 590 

He Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp Glu Asn Leu He 
595 600 605 

Arg Val Phe Gin Glu Gly Lys Asp He His Thr Gin Thr Ala Ser Trp 
610 615 620 

Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro Leu Met Arg Arg Ala 
625 630 635 640 

Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly Met Ser Ala His Arg 
645 650 655 

Leu Ser Gin Glu Leu Ala He Pro Tyr Glu Glu Ala Val Ala Phe He 
660 665 670 

Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala Trp He Glu Lys 
675 680 685 

Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu Thr Leu Phe Gly 
690 695 700 

Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg Val Lys Ser Val Arg 
705 710 715 720 

Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val Gin Gly Thr Ala 
725 730 735 



Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe Pro Arg Leu Arg 
740 745 750 
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Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala Asn Glu Leu Leu Leu 
755 760 765 

Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala Ala Leu Ala Lys Glu 
770 775 780 

Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu Glu Val Glu Val 
785 790 795 800 

Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly 
805 810 

<210> 589 
<211> 2493 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 589 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtcc 


tcctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag 


ggcctcacca 


cctcccgggg 


ggagccggtg 


120 


cagatggtct 


acggcttcgc 


ccggagcctc 


ctcaaggccc 


tcaacrqaqqa 


c q qcr q a c a c a 


180 


gtgatcgtgg 


tctttgacgc 


cgaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcgggga 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


ctggtggacc 


tcctggggtt 


tacccgcctc 


gaggtccccg 


gctacgaggc 


ggacgacgtt 


360 


ctcgccaccc 


tggccaagaa 


ggcggaaaag 


gagggctacg 


aggtgcgcat 


cctcaccgcg 


420 


gaccgggacc 


tttaccagct 


tctttccgac 


cgcattcacg 


tccttcaccc 


cgaggggtac 


480 


ctcatcaccc 


cggcctggct 


ttgggaaaag 


tacggcttga 


ggcccgacca 


gtgggccgac 


540 


taccgggccc 


tgaccgggga 


cgaatccgac 


aacctttccg 


gggtcaaggg 


catcggggag 


600 


aagacggcga 


ggaagcttct 


ggaggagtgg 


gggagcctgg 


aagccctcct 


caagaacctg 


660 


gaccggctga 


agcccgccat 


ccgggagaag 


atcctggccc 


acatggacga 


tctgaagctc 


720 


tccttggagc 


tctcccgggt 


gcgcaccgac 


ctccccctgg 


aggtggactt 


cgccaaaagg 


780 


cgggagcccg 


accgggagag 


gcttagggcc 


tttctggaga 


ggcttgagtt 


tggcagcctc 


840 


ctccacgagt 


tcggcccttt 


ggaaagcccc 


agggccgcgg 


aggaagctcc 


ctggccgccc 


900 


cccgagggag 


ccttcgtggg 


gtacgttctt 


tcccgccccg 


agcccatgtg 


ggcggagctt 


960 


aacgccttgg 


ccgccgccag 


gggcggccgc 


gtgcaccggg 


cagcagaccc 


cttggcgggg 


1020 


ctaaaggacc 


tcaaggaggt 


ccggggcctc 


ctcgccaagg 


acctcgccgt 


cttggcctcg 


1080 


agggaggggc 


tagacctcgt 


gcccggggac 


gaccccatgc 


tcctcgccta 


cctcctggac 


1140 
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ccttcgaaca 


ccacccccga 


gggggtggcg 


cggcgctacg 


999gggagtg 


gacggaggac 


1200 


gccgcccacc 


gggccctcct 


ctcggagagg 


ctccatcgga 


acctccttaa 


gcgcctcgag 


1260 


ggggaggaga 


agctcctttg 


gctctaccac 


gaggtggaaa 


agcccctctc 


ccgggtcctg 


1320 


gcccatatgg 


aggccaccgg 


ggtacggcgg 


gacgtggcct 


accttcaggc 


cctttccctg 


1380 


gagcttgcgg 


aggagatccg 


ccgcctcgag 


gaggaggtct 


tccgcttggc 


gggccacccc 


1440 


ttcaacctca 


actcccggga 


ccagctggaa 


agggtgctct 


ttgacgagct 


taggcttccc 


1500 


gccttgaaga 


agacgaagaa 


gacaggcaag 


cgctccacca 


gcgccgcggt 


gctggaggcc 


1560 


ctacgggagg 


cccaccccat 


cgtggagaag 


atcctccagc 


accgggagct 


caccaagctc 


1620 


aagaacacct 


acgtggaccc 


cctcccaagc 


ctcgtccacc 


cgaggacggg 


ccgcctccac 


1680 


acccgcttca 


accagacggc 


cacggccacg 


gggaggctta 


gtagctccga 


ccccaacctg 


1740 


cagaacatcc 


ccgtccgcac 


ccccttgggc 


cagaggatcc 


gccgggcctt 


cqtqqccqaq 


1800 


gcgggttggg 


cgttggtggc 


cctggactat 


agccagatag 


agctccgcgt 


cctcgcccac 


1860 


ctctccgggg 


acgaaaacct 


gatcagggtc 


ttccaggagg 


ggaaggacat 


ccacacccag 


1920 


accgcaagct 


ggatgttcgg 


cgtccccccg 


gaggccgtgg 


accccctgat 


gcgccgggcg 


1980 


gccaagacgg 


tgaacttcgg 


cgtcctctac 


ggcatgtccg 


cccataggct 


ctcccaggag 


2040 


cttgccatcc 


cctacgagga 


ggcggtggcc 


tttatagagc 


gctacttcca 


aagcttcccc 


2100 


aaggtgcggg 


cctggataga 


aaagaccctg 


gaggagggga 


ggaagcgggg 


ctacgtggaa 


2160 


accctcttcg 


gaagaaggcg 


ctacgtgccc 


gacctcaacg 


cccgggtgaa 


qaqcqtcaqq 


2220 


gaggccgcgg 


agcgcatggc 


cttcaacatg 


cccgtccagg 


gcaccgccgc 


cgacctcatg 


2280 


aagctcgcca 


tggtgaagct 


cttcccccgc 


ctccgggaga 


tgggggcccg 


catgctcctc 


2340 


caggtcgcca 


acgagctcct 


cctggaggcc 


ccccaagcgc 


gggccgagga 


qqtqqcqqct 


2400 


t. uyyccaagg 


aggccatgga 


gaaggcctat 


cccctcgccg 


tgcccctgga 


ggtggaggtg 


2460 


gggatggggg 


aggactggct 


ttccgccaag 


ggt 






2493 



<210> 590 

<211> 831 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 590 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe Ala Arg 
35 40 45 

Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie Val Val 
50 55 60 

Phe Asp Ala Glu Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu Glu Val 
100 105 110 

Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro Asp 
165 170 175 

Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn Leu 
180 185 190 

Ser Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu Glu 
195 200 205 

Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu Lys 
210 215 220 

Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu Lys Leu 
225 230 235 240 

Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 

Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala Phe Leu 
260 265 270 

Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Pro Leu Glu 
275 280 285 

Ser Pro Arg Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala 
290 295 300 

Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu Leu 
305 310 315 320 



- 765 - 



Asn Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala Ala Asp 
325 330 335 

Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu Ala 
340 345 350 

Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val Pro 
355 360 365 

Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr 
370 375 380 

Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp 
385 390 395 400 

Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu Leu 
405 410 415 

Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu Val 
420 425 430 

Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly Val 
435 440 445 

Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala Glu 
450 455 460 

Glu lie Arg Arg Leu Glu Glu Glu Val Phe * Arg Leu Ala Gly His Pro 
465 470 475 480 

Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu 
485 490 495 

Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg Ser 
500 505 510 

Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie Val 
515 520 525 

Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr 
530 535 540 

Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu His 
545 550 555 560 

Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser 
565 570 575 

Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin Arg 
580 585 590 

He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala Leu 
595 600 605 

Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp 
610 615 620 

Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp lie His Thr Gin 
625 630 635 640 

Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro Leu 
645 650 655 



- 766 - 



Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly Met 
660 665 670 

Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu Glu Ala 
675 680 685 

Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg Ala 
690 695 700 

Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val Glu 
705 710 715 720 

Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg Val 
725 730 735 

Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val 
740 745 750 

Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu Phe 
755 760 765 

Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala Asn 
770 775 780 

Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala Ala 
785 790 795 800 

Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro Leu 
805 810 815 

Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly 
820 825 830 

<210> 591 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 591 

agaaaggaag ggaagaaagc gaa 
<210> 592 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 592 

tggaggtcaa aacatcgata agtcgaagaa aggaagggaa gaaat 
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<210> 593 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 593 
tgttttgacc tcca 

<210> 594 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 594 

ggcgaccaca cccgtcctgt 

<210> 595 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 595 

ccacgatgcg tccggcgtag 

<210> 596 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 596 

acgggtcaat gtccatgccc caaaga 





by / 


<211> 


41 


.Tin, 

<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


modif ied_base 


<222> 


(23) . . (23) 


<223> 


/note= "The residue 


<400> 


597 



gtctgagatg aaagtgctcc cgcacccacc caaggcacag c 41 

<210> 598 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 598 

tcttcgcaca tttcatctca gacgga 26 

<210> 599 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (1) . . (17) 

<223> /note= "The residues at these positions are 2' o-methyl sugars" 

<400> 599 

gctgtgcctt gggtggg 17 
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7 f 

V ) 




<210> 


600 




<211> 


21 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<220> 






<221> 


modif ied_base 




<222> 


(1) . . (21) 




<223> 


/note= "The residues 


at 


<400> 600 

gctgtgcctt gggtgggtgc g 




<210> 


601 




<211> 


28 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 601 

aacgaggcgc acccacccaa ggcacagc 


<210> 


602 




<211> 


27 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<220> 






<221> 


modif ied_base 




<222> 


(23) . . (27) 




<223> 


/note= "The residues 


at 


<400> 


602 





21 



28 



gtctgagatg aaagtgcgcc tcgttaa 27 
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<210> 603 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 603 

aacgaggcgc acccacccaa ggcacagc 

<210> 604 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 604 

tcttcgcaca tttcatctca gac 

<210> 605 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 605 

gctgtgcctt gggtgggtgc g 

<210> 606 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 606 

tcttcgcaca tttcatctca gacgga 



<210> 607 
<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 607 

gctgtgcctt gggtgggtgc 20 

<210> 608 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (15) . . (20) 

<223> /note= "The residues at these positions are 2' o-methyl sugars" 

<400> 608 

gctgtgcctt gggtgggtgc 20 

<210> 609 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (1) . . (20) 

<223> /note= "The residues at these positions are 2' o-methyl sugars" 

<400> 609 

gctgtgcctt gggtgggtgc 20 
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1 j 


<210> 


610 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 610 

acgggtcaat gtccatgccc caaaga 


<210> 


611 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 611 

aacgaggcgc acccacccaa ggcacagc 


<210> 


612 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


modif ied_base 


<222> 


(23) . . (27) 


<223> 


/note= "The residues at 


<400> 612 . 

gtctgagatg aaagtgcgcc tcgttaa 


<210> 


613 


<211> 


17 


<212> 


DNA 



26 



28 



27 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (1) . . (17) 

<223> /note= "The residues at 

<400> 613 
gctgtgcctt gggtggg 

<210> 614 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (1) . . (19) 

<223> /note= "The residues at 

<400> 614 

gctgtgcctt gggtgggtg 

<210> 615 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (1) . . (21) 

<223> /note= "The residues at 

<400> 615 

gctgtgcctt gggtgggtgc g 



these positions are 2' o-methyls 



these positions are 2' o-methyls 



these positions are 2' o-methyls 
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<210> 


616 


<211> 


22 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


modif ied_base 


<222> 


(1) . . (22) 


<223> 


/note= "The residues 


<400> 616 

gctgtgcctt gggtgggtgc gc 


<210> 


617 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


617 



22 



ccgtcaacat ttaccatggg tgcgga 26 
<210> 618 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 618 

ccgccacctc gtagtcgaca tccttttcgt g 31 
<210> 619 
<211> 29 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 619 

ttgataaatt tggggtggaa aggtttgga 29 

<210> 620 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 620 

agaactgaga ggaggcg 17 

<210> 621 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 621 

aacgaggcgc accaaactca ctcat 25 

<210> 622 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 622 

gtcatgtagg cttctatgta gttgatgaag atgta 35 

<210> 623 

<211> 26 

<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 623 

ggctttgtag atgcctttct cttgga 

<210> 624 

<21i> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 624 
atgagtgagt ttggtgcg 

<210> 625 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 625 

ccaggaagca agtggtgcgc ctcgttt 

<210> 626 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 626 

aacgaggcgc accttggagg ca 

<210> 627 

<211> 24 

<212> DNA 



( J 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 627 

aaggtttcct tctcagttgt gtta 

<210> 628 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 628 

gcaaagatgt ctgttacggt caactc 

<210> 629 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 629 
tgcctccaag gtgcgc 

<210> 630 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 630 

aacgaggcgc accttcaaaa tgcctaa 

<210> 631 

<211> 23 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 631 

tgtcactctc ctctttccaa tta 

<210> 632 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 632 

gaaaagagtt ccattatccg ctacatctg 

<210> 633 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 633 

ttaggcattt tgaaggtgcg c 

<210> 634 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 634 

aacgaggcgc accgttgtgt ccc 

<210> 635 

<211> 21 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 635 

gggatgtaga agccattcag a 

<210> 636 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 636 

ttgttgtgct gtgggggatg 

<210> 637 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 637 
gggacacaac ggtgcgc 

<210> 638 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 638 

ccgtcacgcc tccaccatat ccc 

<210> 639 

<211> 27 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 639 

ccagcggttt ccattggcaa agatcaa 

<210> 640 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 640 

cggaagaatg ggtcgaccat g 

<210> 641 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 641 
gggatatggt ggaggcg 

<210> 642 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 642 

aacgaggcgc accgttccag gc 

<210> 643 

<211> 24 

<212> DNA 



X J 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 643 

catatccatg cagcaccacc atga 

<210> 644 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 644 

caaaatacag agtgaacaca gggcc 

<210> 645 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 645 
gcctggaacg gtgcgc 

<210> 646 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 646 

ccgtcacgcc tcatggataa tgccc 

<210> 647 

<211> 33 

<212> DNA 



<213> 



Artificial Sequence 



<220> 



<223> 



Synthetic 



<400> 647 

caggtgagaa aaggcattac agatagtgaa age 



33 



<210> 648 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 648 

cagaggaaag agagctgeag gg 22 

<210> 649 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 649 

gggcattatc catgaggcg 19 

<210> 650 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 650 

ccgtcacgcc tccctgctga gaaa 24 

<210> 651 

<211> 20 

<212> DNA 



- 783 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 651 

cccgaggcat gcacggcgga 

<210> 652 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 652 
ggcaggaagg cctcc 

<210> 653 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 653 
tttctcagca gggaggcg 

<210> 654 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 654 

ccgtcacgcc tcgccccaca 

<210> 655 

<211> 28 

<212> DNA 



20 



15 



18 



20 



- 784 - 



i j 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 655 

cagcacaggc tgttgaccat cataaaac 

<210> 656 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 656 

cttttccata ctttttatga cattc 

<210> 657 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 657 
tgtggggcga ggcg 

<210> 658 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 658 

aacgaggcgc acagttgacc ttc 

<210> 659 

<211> 19 

<212> DNA 



{ J 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 659 

gtgatggcca gcacagggc 

<210> 660 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 660 

atacgttccc cacatttttc 

<210> 661 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 661 
tgaaggtcaa ctgtgcgc 

<210> 662 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 662 

aacgaggcgc acgtcataaa tacccc 

<210> 663 

<211> 21 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 663 

gccagcatag gctgttgaca c 

<210> 664 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 664 

agacttttct atacttttta taacattc 

<210> 665 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 665 

ggggtattta tgacgtgcgc 

<210> 666 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 666 

ccgtcacgcc tcctgtctgt gat 

<210> 667 

<211> 22 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 667 

tcctgacagt gctcaatcag ga 

<210> 668 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 668 

tcctgacaat gctcaatgag ga 

<210> 669 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 669 
gtcccggatg tggccc 

<210> 670 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 670 
atcacagaca ggaggcg 

<210> 671 

<211> 26 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 671 

aacgaggcgc acggactgtt ttctgc 

<210> 672 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 672 

cttgtcaaag tcctgatagt gctcctc 

<210> 673 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 673 

cttgttgaag tcttgatagt gttcctc 

<210> 674 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 674 

gcagaaaaca gtccgtgcgc 

<210> 675 

<211> 23 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 675 

ccgtcacgcc tcactgcggt cat 

<210> 676 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 676 

gtggataact gcatcagtgt atggcatttt 

<210> 677 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 677 

caagggttgg tagcctgtgt gagcc 

<210> 678 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 678 
atgaccgcag tgaggcg 

<210> 679 

<211> 24 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 679 

ccgtcacgcc tcagagccaa tcac 

<210> 680 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 680 

cgatcatcaa gggatggtgg cctgtgc 

<210> 681 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 681 

ctgatcaatc tccttttgga ctttctctgc g 

<210> 682 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 682 
gtgattggct ctgaggcg 

<210> 683 

<211> 26 

<212> DNA 



24 



27 



31 



- 791 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 683 

ccgtcacgcc tcctcttcaa tttctg 

<210> 684 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 684 

ccctgtcaat ttcttcatga agttta 

<210> 685 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 685 

ggtatttcat gaggatcagg age 

<210> 686 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 686 

cagaaattga agaggaggcg 

<210> 687 

<211> 21 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 687 

aacgaggcgc accgggtccc a 

<210> 688 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 688 

tcccctgttt cttgaaaagt ccatgtgtga 

<210> 689 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 689 

aatccgtaga ggagcaccag g 

<210> 690 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 690 
tgggacccgg tgcgc 

<210> 691 

<211> 21 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 691 

ccgtcacgcc tcctcggcag g 

<210> 692 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 692 

cacaatatcg taggtaggag gtgcctt. 

<210> 693 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 693 
gccccatcga tctcctcc 

<210> 694 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 694 
cctgccgagg aggcg 

<210> 695 

<211> 23 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 695 

aacgaggcgc actaggcttt get 

<210> 696 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 696 

ttcatgtagt cagggtcata gacaattaag 

<210> 697 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 697 

tccccagaac catcgaggaa agg 

<210> 698 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 698 
ageaaagect agtgcgc 

<210> 699 

<211> 24 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 699 

aacgaggcgc acagaaggcc cctt 

<210> 700 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 700 

ccttgaacag caccagaaat agactgagca 

<210> 701 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 701 

ggaagaaccc agagacacca tec 

<210> 702 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 702 
aaggggcett ctgtgcgc 

<210> 703 

<211> 25 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 703 

aacgaggcgc acgttgtgat acctt 

<210> 704 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 704 

gatgaaggcc ataaattaaa attgtgc 

<210> 705 

<211> IS 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 705 
tgggtatgga acgtcc 

<210> 706 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 706 

aaggtatcac aacgtgcgc 

<210> 707 

<211> 14 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 707 
cccccttttg gggg 

<210> 708 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 708 

ccctatcttt aaagttttta aaaagtttga 

<210> 709 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 709 

ccgccgagat cactctgact gcct 

<210> 710 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 710 

ttgtcactcg gggttcgaga agatgaa 

<210> 711 

<211> 19 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 711 

gggccagagg gctgattag 

<210> 712 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 712 
gggccagagg gctgatta 

<210> 713 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 713 
gggccagagg gctgat 

<210> 714 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 714 
gggccagagg get 

<210> 715 

<211> 11 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 715 
gggccagagg g 

<210> 716 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 716 
aggcagtcag agtgatc 

<210> 717 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 717 

aggcagtcag agtgatctc 

<210> 718 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 718 

cggaagaagc agttggtgat ctcggcgg 

<210> 719 

<211> 14 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

< 2 2 1 > mis c_f ea t ure 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing, a Cy3 
dye 

<400> 719 

caacgcttcc tccg 14 

<210> 720 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 720 

ccgtcacgcc tctctgactg cct 23 

<210> 721 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 721 

ttgtcactcg gggttcgaga agatgaa 27 

<210> 722 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 722 

gggccagagg gctgattag 19 

- 801 - 



<210> 


723 


<211> 


17 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 723 
aggcagtcag agaggcg 


<210> 


724 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 724 

cggaagaagc agttggaggc gtgacggt 


<210> 


725 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this posi 
dye 


<400> 725 
caacgcttcc tccg 


<210> 


726 


<211> 


25 


<212> 


DNA 



17 



28 



14 



- 802 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 726 

ccgtcacgcc tctctgactg cctgg 
<210> 727 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 727 

ttgtcactcg gggttcgaga agatgaa 
<210> 728 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 728 

ccaggcagtc agagaggcg 
<210> 729 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 729 

cggaagaagc agttggaggc gtgacggt 
<210> 730 
<211> 14 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

<221> misc_feature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 730 

caacgcttcc tccg 14 
<210> 731 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 731 

ccgccgagat cactctgact gcc 23 
<210> 732 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 732 

ttgtcactcg gggttcgaga agatgaa 27 
<210> 733 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 733 

tgggccagag ggctgatta 19 



- 804 - 



<210> 


734 


<211> 


17 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 734 
aggcagtcag agtgatc 


<210> 


735 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 735 

cggaagaagc agttggtgat ctcggcgg 


<210> 


736 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this posi 
dye 


<400> 736 
caacgcttcc tccg 


<210> 


737 


<211> 


24 


<212> 


DNA 



17 



28 



14 



- 805 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 737 

ccgccgagat cactgatctg actg 
<210> 738 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 738 

cttgtcactc ggggttcgag aagac 
<210> 739 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 739 

cctgggccag agggctgatt 
<210> 740 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 740 
cagtcagatc agtgatc 

<210> 741 

<211> 28 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 741 

cggaagaagc agttggtgat ctcggcgg 28 



<210> 


742 


<211> 


14 






<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 742 
caacgcttcc tccg 


<210> 


743 



14 



<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 743 

ccgtcacgcc tctctgactg cca 23 

<210> 744 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 744 

ccgtcacgcc tctctgactg ccg 23 



- 807 



<210> 745 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 745 

ccgtcacgcc tctctgacgg cct 
<210> 746 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 746 

ccgtcacgcc tctctgacag cct 
<210> 747 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 747 

ttgtcactcg gggttcgaga agatgaa 
<210> 748 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 748 
gggccagagg g 



<210> 749 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 749 
aggcagtcag agaggcg 

<210> 750 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 750 
aggccgtcag agaggcg 

<210> 751 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 751 
aggctgtcag agaggcg 

<210> 752 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 752 

ccaggaagca agtggaggcg tgacggu 



<210> 753 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 753 

cactgcttcg tgg 13 

<210> 754 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 754 

ccgccgagat cactctgatg cctggg 2 6 

<210> 755 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 755 

cttgtcactc ggggttcgag aagatgaa 2 8 

<210> 756 

<211> 20 

<212> DNA 



- 810 - 



<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 756 

cccaggcagt cagagtgatc 


<210> 


757 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 757 

cggaggaagc agttggtgat ctcggcgg 


<210> 


758 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this posi 
dye 


<400> 758 
caacgcttcc tccg 


<210> 


759 


<211> 


25 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


759 



20 



28 



14 



ccgtcacgcc tccatctgtt taggg 25 

- 811 - 



<210> 760 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 760 

caggtcctgg aaggagcact ta 

<210> 761 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 761 

ccatcagctt ctttgttctt gtcatc 

<210> 762 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 762 

gccctaaaca gatggaggcg 

<210> 763 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 763 

cggaagaagc agttggaggc gtgacggt 



- 812 - 



>01 (In 

< £ x U > 


n a a 




1 A 


<^!lz > 


UJMA 


<213> 


Artificial Sequence 


<220> 




<223 > 


Synthetic 


<220> 




<221> 


misc__f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 764 
caacgcttcc tccg 


<210> 


765 


<211> 


26 



14 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 765 

ccgtcacgcc tccatctgtt tagggc 26 

<210> 766 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 766 

caggtcctgg aaggagcact ta 22 

<210> 767 

<211> 26 

<212> DNA 



- 813 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 767 

catcagcttc tttgttcttg tcatcc 26 

<210> 768 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 768 

gccctaaaca gatggaggcg 20 

<210> 769 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 769 

cggaagaagc agttggaggc gtgacggt 2 8 

<210> 770 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 770 

caacgcttcc tccg 14 

<210> 771 

<211> 24 

<212> DNA 



- 814 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 771 

ccgtcacgcc tccatctgtt tagg 

<210> 772 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 772 

caggtcctgg aaggagcact ta 

<210> 773 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 773 

gccatcagct tctttgttct tgtcatc 

<210> 774 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 774 

cggaagaagc agttggaggc gtgacggt 

<210> 775 

<211> 14 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 775 

caacgcttcc tccg 14 
<210> 776 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 776 

ccgtcacgcc tcccatcagc ttc 23 
<210> 777 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 777 

gagcacttca tctgtttagg ga 22 
<210> 778 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 778 

tttgttcttg tcatcctcat tgccac 26 

- 816 - 



<210> 


779 


<211> 


17 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 779 
gaagctgatg ggaggcg 


<210> 


780 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 780 

cggaagaagc agttggaggc gtgacggt 


<210> 


781 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this posi 
dye 


<400> 781 
caacgcttcc tccg 


<210> 


782 


<211> 


29 


<212> 


DNA 



17 



28 



14 



- 817 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 782 

ccgccgagat cactcatctg tttagggcc 

<210> 783 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 783 

ccgccgagat cactcatctg tttagggc 

<210> 784 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 784 

caggtcctgg aaggagcact a 

<210> 785 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 785 

ggccctaaac agatgagtga tc 

<210> 786 

<211> 28 

<212> DNA 



<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 786 

cggaggaagc agttggtgat ctcggcgg 


28 


<210> 


787 




<211> 


14 




X ^ 


DMA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<220> 






<221> 


misc_f eature 




<222> 


(4) . . (4) 




<223> 


The residue at this position is linked to 
dye 


a spacer bearing a Cy3 


<400> 787 
caacgcttcc tccg 


14 


<210> 


788 




<211> 


24 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 788 

ccgtcacgcc tccagcaggt tggc 


24 


<210> 


789 




<211> 


17 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 


789 





gcttgaccca gggaggg 17 

- 819 - 



<210> 


790 


<211> 


18 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 790 
gccaaggtgc tggaggcg 


<210> 


791 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 791 

cggaagaagc agttggaggc gtgacggt 


<210> 


792 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this pos: 
dye 


<400> 792 
caacgcttcc tccg 


<210> 


793 


<211> 


23 


<212> 


DNA 



18 



28 



14 



- 820 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 793 

ccgtcacgcc tccagcaggt tgg 

<210> 794 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 794 
gcttgaccca gggaggg 

<210> 795 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 795 

caatctcggt ctgcaaagca gac 

<210> 796 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 796 
gccaaggtgc tggaggcg 

<210> 797 

<211> 28 

<212> DNA 



<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 797 

cggaagaagc agttggaggc gtgacggt 


28 


<210> 


798 




<211> 


14 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<220> 






<221> 


misc_f eature 




<222> 


(4) . . (4) 




<223> 


The residue at this position is 
dye 


linked to a spacer bearing a Cy3 


<400> 798 
caacgcttcc tccg 


14 


<210> 


799 




<211> 


24 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 799 

ccgtcacgcc tctcagcagg ttgg 


24 


<210> 


800 




<211> 


22 




<212> 


DNA 




<213> 


Artificial Sequence 





<220> 

<223> Synthetic 
<400> 800 

actctagttt ttccttctcc ta 22 

- 822 - 



<210> 801 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 801 

caatctcggt ctgcaaagca gac 

<210> 802 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 802 
ccaacctgct gagaggcg 

<210> 803 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 803 

cggaagaagc agttggaggc gtgacggt 

<210> 804 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 



<221> misc_feature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 804 

caacgcttcc tccg 14 

<210> 805 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 805 

ccgccgagat cactctcctc attgaatcct 30 

<210> 806 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 806 

ccgccgagat cactctcctc attgaatcc 29 

<210> 807 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 807 

ccaaaagtcc agtgatgatt ttcaccaggc aaga 34 

<210> 808 

<211> 25 

<212> DNA 



- 824 - 







<£ 1 J > 


Artificial Sequence 






<223> 


Synthetic 


<400> 808 

aggattcaat gaggaagagt gatct 


<210> 


809 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 809 

cggaggaagc agttggtgat ctcggcgg 


<210> 


810 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this posi 
dye 


<400> 810 
caacgcttcc tccg 


<210> 


811 


<211> 


24 


<212> 


DNA 


<213> 


Art i f ic i al Sequence 


<220> 




<223> 


Synthetic 


<400> 


811 



25 



28 



14 



ccgtcacgcc tcctcctcat tgaa 24 

- 825 - 



<210> 812 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 812 

ccagtgatga ttttcaccag gcaagta 

<210> 813 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 813 

tccagattgg aagcatccat ct 

<210> 814 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 814 
ttcaatgagg aggaggc 

<210> 815 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 815 

cggaagaagc agttggaggc gtgacggt 



<210 > 


816 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 



dye 

<400> 816 

caacgcttcc tccg 14 
<210> 817 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 817 

ccgtcacgcc tcctcctcat tga 23 
<210> 818 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 818 

ccagtgatga ttttcaccag gcaagta 27 

<210> 819 
<211> 23 
<212> DNA 



- 827 - 



<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 819 

atccagattg gaagcatcca tct 


<210> 


820 


<211> 


17 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 820 
ttcaatgagg aggaggc 


<210> 


821 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 821 

cggaagaagc agttggaggc gtgacggt 


<210> 


822 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this pos: 
dye 


<400> 


822 



23 



17 



28 



caacgcttcc tccg 14 

- 828 - 



<210> 823 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 823 

ccgtcacgcc tcctcctcat tgaatg 

<210> 824 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 824 

ccgtcacgcc tcctcctcat tgaata 

<210> 825 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 825 

ccgtcacgcc tcctcctcat tgaatt 

<210> 826 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 826 

ccaaaagtcc agtgatgatt ttcaccaggc aagta 



<210> 827 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 827 

cagattggaa gcatccatct 20 

<210> 828 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 828 

gattcaatga ggaggaggc 19 

<210> 829 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 829 

ccaggaagca agtggaggcg tgacggu 27 

<210> 830 

<211> 13. 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 



- 830 - 



<221> misc_f eature 
<222> (3).. (3) 

<223> The residue at this position is linked to a Z21 quenching group. • 
<400> 830 

cactgcttcg tgg 13 
<210> 831 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 831 

ccgtcacgcc tccttcggag tttggt 26 

<210> 832 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 832 

ccgtcacgcc tccttcggag tttggtt 27 

<210> 833 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 833 

gggttgtgga gtgagtgttc aagta 25 

<210> 834 

<211> 24 

<212> DNA 



- 831 - 



<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 834 

aacccaaact ccgaaggcgg cgtg 


<210> 


835 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 835 

cggaagaagc agttggaggc gtgacggt 


<210> 


836 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this pos: 
dye 


<400> 836 
caacgcttcc tccg 


<210> 


837 


<211> 


29 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


837 



gccgtcacgc ctctttgggt ttgcttgtc 

- 832 - 



<210> 838 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 838 

gccgtcacgc ctctttgggt ttgcttgt 

<210> 839 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 839 

tggagtgagt gttcaagtct tcggaga 

<210> 840 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 840 

gacaagcaaa cccaaagagg eg 

<210> 841 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 841 

eggaagaage agttggaggc gtgaegge 



<210> 842 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400> 842 
caacgcttcc tccg 

<210> 843 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 843 

cctgtctcgc tgccttcgga gtttggg 

<210> 844 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 844 

cctgtctcgc tgccttcgga gtttgg 

<210> 845 

<211> 25 

<212> DNA 



linked to a spacer bearing a Cy3 



14 



27 



- 834 - 



<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 845 

gggttgtgga gtgagtgttc aagta 


<210> 


846 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 846 

cccaaactcc gaaggcagcg 


<210> 


847 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 847 

c 99 a 99 aa 9 c agttggcagc gagacagg 


<210> 


848 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


modif ied_base 


<222> 


(26) . . (26) 


<223> 


The modified nucleotide 


<400> 


848 



25 



20 



28 



cggaggaagc agttggcagc gagacagg 28 

- 835 - 



<210> 


849 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


modif ied_base 


<222> 


(22) . . (22) 


<223> 


The modified nucleotide 


<400> 849 

cggaggaagc agttggcagc gagacagg 


<210> 


850 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


modif ied_base 


<222> 


(18) . . (18) 


<223> 


The modified nucleotide 


<400> 850 

cggaggaagc agttggcagc gagacagg 


<210> 


851 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 



28 



28 



- 836 - 



<220> 

<221> modif ied__base 

<222> (22) . . (22) 

<223> The modified nucleotide at this position is amino-deoxy adenosine 
<220> 

<221> modif ied_base 

<222> (26) . . (26) 

<223> The modified nucleotide at this position is amino-deoxy adenosine 

<400> 851 

cggaggaagc agttggcagc gagacagg 28 

<210> 852 

<211> 28' 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is amino-deoxy adenosine 
<220> 

<221> modif ied_base 

<222> (26) . . (26) 

<223> The modified nucleotide at this position is amino-deoxy adenosine 

<400> 852 

c 99 a 99&agc agttggcagc gagacagg 28 

<210> 853 

<211> 28 

<212> DNA 



- 837 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modified base 



<222> 


(18) . . (18) 








<223> 


The modified nucleotide at this 


position 


is 


amino-deoxy adenosine 


<220> 










<221> 


modif ied_base 








<222> 


(22) . . (22) 








<223> 


The modified nucleotide at this 


position 


is 


amino -deoxy adenosine 


<400> 853 

cggaggaagc agttggcagc gagacagg 






28 


<210> 


854 








<211> 


14 








<212> 


DNA 








<213> 


Artificial Sequence 








<220> 










<223> 


Synthetic 








<220> 










<221> 


misc_f eature 








<222> 


(4) . . (4) 








<223> 


The residue at this position is 
dye 


linked to 


a 


spacer bearing a Cy3 


<400> 854 
caacgcttcc tccg 






14 


<210> 


855 








<211> 


28 








<212> 


DNA 








<213> 


Artificial Sequence 









<220> 

<223> Synthetic 

- 838 - 



<400> 855 

gccgtcacgc ctctgggaca cttgctgc 

<210> 856 

<21I> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 856 

gccacaatgg tcttgaagat cacagcttct 

<210> 857 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 857 

gcagcaagtg tcccagaggc g 

<210> 858 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 858 

cggaagaagc agttggaggc gtgacggc 

<210> 859 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 



i J 

<221> misc_feature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 859 

caacgcttcc tccg 14 
<210> 860 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 860 

ccgtcacgcc tccttcggag tttggg 26 
<210> 861 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 861 

gggttgtgga gtgagtgttc aagta 25 
<210> 862 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 862 

gggaaactcc gaaggaggcg 20 
<210> 863 
<211> 27 
<212> DNA 



- 840 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 863 

ccaggaagca agtggaggcg tgacggu 27 

<210> 864 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 864 

cactgcttcg tgg 13 

<210> 865 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 865 

cgccgagatc accttcggag tttggg 26 

<210> 866 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 866 

999ttgtgga gtgagtgttc aagta 2 5 



- 841 - 



<210> 


867 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 867 

cccaaactcc gaaggtgatc 


<210> 


868 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 868 

cggaagaagc agttggtgat ctcggcgg 


<210> 


869 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this posi 
dye 


<400> 869 
caacgcttcc tccg 


<210> 


870 


<211> 


26 


<212> 


DNA 



20 



28 



14 



- 842 - 



I i 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 870 

aacgaggcgc accttcggag tttggg 

<210> 871 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 871 

gggttgtgga gtgagtgttc aagta 

<210> 872 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 872 

cccaaactcc gaaggtgcg 

<210> 873 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 873 

cggaagaagc agttggtgcg cctcgtt 

<210> 874 

<211> 14 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 874 

caacgcttcc tccg 14 
<210> 875 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 875 

ccgtcacgcc tccttcggag tttgg 25 
<210> 876 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 876 

gggttgtgga gtgagtgttc aagta 25 
<210> 877 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 877 

gtttgcttgt ccaggtgg 18 

- 844 - 



<210> 


878 


<211> 


19 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 878 

ccaaactccg aaggaggcg 


<210> 


879 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 879 

cggaagaagc agttggaggc gtgacggt 


<210> 


880 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this pos: 
dye 


<400> 880 
caacgcttcc tccg 


<210> 


881 


<211> 


24 


<212> 


DNA 



19 



28 



14 



- 845 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 881 

ccgtcacgcc tccttcggag tttg 

<210> 882 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 882 

gggttgtgga gtgagtgttc aagta 

<210> 883 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 883 

gttttgcttg tccaggtgg 

<210> 884 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 884 

ccaaactccg aaggaggcg 

<210> 885 

<211> 28 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> . Synthetic 
<400> 885 

cggaagaagc agttggaggc gtgacggt 2 8 

<210> 886 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 886 

caacgcttcc tccg 14 
<210> 887 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 887 

ccgtcacgcc tccttcggag ttt 23 
<210> 888 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 888 

gggttgtgga gtgagtgttc aagta 25 

- 847 - 



<210> 889 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 889 

gggtttgctt gtccaggtg 19 

<210> 890 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 890 

ccaaactccg aaggaggcg 19 

<210> 891 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 891 

cggaagaagc agttggaggc gtgacggt 2 8 

<210> 892 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 848 - 



<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400> 892 
caacgcttcc tccg 

<210> 893 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 893 

ccgtcacgcc tccggagttt ggg 

<210> 894 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 894 

gttgtggagt gagtgttcaa gtatta 

<210> 895 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 895 

tttgcttgtc caggtggtcc ag 



linked to a spacer bearing a Cy3 

14 



23 



26 



- 849 - 




<210> 


896 


<211> 


17 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 896 
cccaaactcc ggaggcg 


<210> 


897 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 897 

cggaagaagc agttggaggc gtgacggt 


<210> 


898 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this pos: 
dye 


<400> 898 
caacgcttcc tccg 


<210> 


899 


<211> 


23 


<212> 


DNA 



17 



28 



14 



- 850 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 899 

cgccgagatc accggagttt ggg 

<210> 900 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 900 

gttgtggagt gagtgttcaa gtatta 

<210> 901 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 901 

tttgcttgtc caggtggtcc ag 

<210> 902 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 902 
ctagtggcct caaaccc 

<210> 903 

<211> 28 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 903 

cggaagaagc agttggtgat ctcggcgg 
<210> 904 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400> 904 
caacgcttcc tccg 

<210> 905 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 905 

cgccgagatc acctttacat tttctatcgt 
<210> 906 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 906 

cgccgagatc acctttacat tttctatcgt 

- 852 - 



28 



linked to a spacer bearing a Cy3 

14 



30 



<210> 907 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 907 

ccttccttat cctggatctt ggca 

<210> 908 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 908 

acgatagaaa atgtaaaggt gate 

<210> 909 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 909 

cgcagtgaga atgaggtgat cteggeggt 

<210> 910 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 



<221> 



misc feature 



<222> 



(3) . . (3) 



<223> 



The residue at this position is linked to a Z21 quenching group. 



<400> 910 
ctcttctcag tgcg 



14 



<210> 911 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 911 

gtttcttttg tgtctccgca ctgcc 25 

<210> 912 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 912 

ccagcagtaa atgctccagt tgtaga 26 

<210> 913 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 913 

tagaacttga agtaggtgc 19 

<210> 914 

<211> 19 

<212> DNA 



- 854 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 914 

caaagaaaac acaggaggc 19 

<210> 915 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 915 

ccaggaagca agtggaggcg tgacggu 27 

<210> 916 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 916 

cactgcttcg tgg 13 

<210> 917 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 917 

aacgaggcgc acctgtgttt tctttg 26 



- 855 - 



<210> 918 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 918 

ccagcagtaa atgctccagt tgtaga 

<210> 919 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 919 

tagaacttga agtaggtgc 

<210> 920 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 920 

caaagaaaac acaggtgcg 

<210> 921 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 921 

ccaggaagca agtggtgcgc ctcgttt 



<210> 922 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 922 

cactgcttcg tgg 13 

<210> 923 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 923 

ccgtcacgcc tcctccagtt gtag 24 

<210> 924 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 924 

aaaatcatct gtaaatccag cagtaaatga 30 

<210> 925 

<211> 20 

<212> DNA 



- 857 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 925 

ctgtgttttc tttgtagaac 20 

<210> 926 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 926 

ctacaactgg aggaggc 17 

<210> 927 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 927 

ccaggaagca agtggaggcg tgacggu 27 

<210> 928 

<211> 13 

<212> DNA 

<213> Artificial Sequence. 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 928 

cactgcttcg tgg 13 



- 858 - 



<210> 929 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 929 

aacgaggcgc acctccagtt gtag 24 

<210> 930 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 930 

aaaatcatct gtaaatccag cagtaaatga 30 

<210> 931 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 931 

ctgtgttttc tttgtagaac 20 

<210> 932 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 932 

ctacaactgg aggtgcg 17 



- 859 - 



<210> 933 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 933 

ccaggaagca agtggtgcgc ctcgttt 27 

<210> 934 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 934 

cactgcttcg tgg 13 

<210> 935 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 935 

ccgtcacgcc tcctgtgttt tctttgta 28 

<210> 936 

<211> 32 

<212> DNA 



- 860 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 936 

gtaaatccag cagtaaatgc tccagttgta 

<210> 937 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 937 

gaacttgaag taggtgcact gtt 

<210> 938 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 938 

tacaaagaaa acacaggagg cgt 

<210> 939 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 939 

ccaggaagca agtggaggcg tgacggu 

<210> 940 

<211> 13 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 940 

cactgcttcg tgg 13 

<210> 941 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 941 

aacgaggcgc acctgtgttt tctttgta 28 

<210> 942 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 942 

gtaaatccag cagtaaatgc tccagttgta ga 32 

<210> 943 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 943 

gaacttgaag taggtgcact gtt 23 



- 862 - 



<210> 944 
<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic. 

<400> 944 

tacaaagaaa acacaggtgc g 

<210> 945 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 945 

ccaggaagca agtggtgcgc ctcgttt 

<210> 946 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> The residue at this position is 

<400> 946 
cactgcttcg tgg 

<210> 947 

<211> 24 

<212> DNA 



27 



linked to a Z21 quenching group. 

13 



- 863 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 947 

ccgtcacgcc tcctccagtt gtaa 
<210> 948 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 948 

ccgtcacgcc tcctccagtt gtat 
<210> 949 
<211>. 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 949 

ccgtcacgcc tcctccagtt gtac 
<210> 950 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 950 

aaaatcatct gtaaatccag cagtaaatga 
<210> 951 
<211> 20 
<212> DNA 



i 



I ) 



<213> Artificial Sequence 



<220> 



<223> 



Synthetic 



<400> 951 

ctgtgttttc tttgtagaac 



20 



<210> 952 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 952 

ctacaactgg aggaggc 17 

<210> 953 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 953 

ccaggaagca agtggaggcg tgacggu 27 

<210> 954 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 954 

cactgcttcg tgg 13 



- 865 - 



<210> 955 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 955 

gccgtcacgc ctcccttctt gatg 24 

<210> 956 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 956 

ttctagacac tgaagatgtt tcagttctgt gga 33 

<210> 957 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 957 

catgcccaag aagggaggcg 20 

<210> 958 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 958 

cggaagaagc agttggaggc gtgacggc 2 8 



- 866 - 















<210> 


959 




<211> 


14 




<212> 


DNA 




<213> 


Artificial Sequence 


<220> 






<223> 


Synthetic 


<220> 






<221> 


misc_f eature 


<222> 


(4) . 


. (4) 


0 1 

<£, & O > 


The 
dye 


residue at this 


<400> 959 
caacgcttcc 


tccg 


<210> 


960 




<211> 


33 




<212> 


DNA 




<213> 


Artificial Sequence 


<220> 






<223> 


Synthetic 


<400> 


960 





14 



ccgtcacgcc tctaattcca ttcaaaatca tct 33 
<210> 961 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 961 

catcctggtg agtttgggat tcttgtaatt tata 34 
<210> 962 
<211> 25 
<212> DNA 



- 867 - 



<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 962 

gtaaatccag cagtaaatgc tccag 


<210> 


963 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 963 

agatgatttt gaatggaatt agaggcg 


<210> 


964 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 964 

cggaagaagc agttggaggc gtgacggc 


<210> 


965 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this posi 
dye 


<400> 


965 



caacgcttcc tccg 

- 868 



i j 



<210> 966 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 966 

ccgccgagat cacctgtgtt ttctttgta 

<210> 967 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 967 

gtaaatccag cagtaaatgc tccagttgta 

<210> 968 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 968 

gaacttgaag taggtgcact gtt 

<210> 969 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 969 

gaacttgaag taggtgcact gtt 



<210> 970 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 970 

gaacttgaag taggtgcact gtt 

<210> 971 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 971 

gaacttgaag taggtgcact gtt 

<210> 972 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 972 

tacaaagaaa acacaggtga tct 

<210> 973 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 973 

cggaggaagc agttggtgat ctcggcgg 







7 1 

I ; 


<210> 


974 




<211> 


14 




<212> 


DNA 




<213> 


Artificial Sequence 


<220> 






<223> 


Synthetic 


<220> 






<221> 


misc_f eature 


<222> 


(4) . 


. (4) 


<223> 


The 
dye 


residue at this 


<400> 974 
caacgcttcc 


tccg 


<210> 


975 




<211> 


26 




<212> 


DNA 




<213> 


Artificial Sequence 



14 



<220> 

<223> Synthetic 

<400> 975 

aacgaggcgc acccttcttg ggcatg 26 

<210> 976 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 976 

ttctagacac tgaagatgtt tcagttctgt gga 33 

<210> 977 

<211> 19 

<212> DNA 



- 871 - 





r " 
\ J 


\ j 


<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 977 

catgcccaag aagggtgcg 


19 


<210> 


978 




<211> 


29 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 978 

cggaagaagc agttggtgcg cctcgttaa 


29 


<210> 


979 




<211> 


14 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<220> 






<221> 


misc__f eature 




<222> 


(4) . . (4) 




<223> 


The residue at this position is 
dye 


linked to a spacer bearing a Cy3 


<400> 979 
caacgcttcc tccg 


14 


<210> 


980 




<211> 


33 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Synthetic 




<400> 


980 





aacgaggcgc actaattcca ttcaaaatca tct 33 

- 872 - 



<210> 981 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 981 

catcctggtg agtttgggat tcttgtaatt tata 34 

<210> 982 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 982 

gtaaatccag cagtaaatgc tccag 25 

<210> 983 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 983 

agatgatttt gaatggaatt agtggt 26 

<210> 984 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 984 

cggaagaagc agttggtgcg cctcgttaa 29 



- 873 - 





/ 




QQC 




Aft 


<212> 


DMA 




Aitiricidi oequence 


<220 > 




O O "5 -s. 


Synthetic 








mi sc feature 


<222> 


(4) . . (4) 


<223> 


The residue at this 



dye 

<400> 985 

caacgcttcc tccg 14 
<210> 986 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 986 

cctgtctcgc tgccagttgt gttcttggag 30 
<210> 987 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 987 

ccctgcagaa ggtttccttc ta 22 
<210> 988 
<211> 22 
<212> DNA 



- 874 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 988 

ccctgcagat ggtttccttc ta 

<210> 989 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 989 

ctccaagaac acaactggca gc 

<210> 990 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 990 

ctccaagaac acaactggca gcga 

<210> 991 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 991 

ctccaagaac acaactggca gcgaga 

<210> 992 

<211> 28 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 992 

cggaggaagc agttggcagc gagacagg 28 
<210> 993 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 993 

caacgcttcc tccg 14 
<210> 994 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 994 

aacgaggcgc accttggagg cagcaaa 27 
<210> 995 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 995 

aacgaggcgc accttggagg cagcaa 26 

- 876 - 



<210> 996 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 996 

aaggtttcct tctcagttgt gtta 24 

<210> 997- 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 997 

ctttgctgcc tccaaggtgc g 21 

<210> 998 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 998 

cggaggaagc agttggtgcg cctcgttaa 29 

<210> 999 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 877 - 



I J 



<220> 

<221> misc_feature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 999 

caacgcttcc tccg 14 

<210> 1000 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1000 

cagtcacgtc tctggaggca gcaaagatg 2 9 

<210> 1001 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1001 

aaggtttcct tctcagttgt gttcta 26 

<210> 1002 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1002 

catctttgct gcctccagag acg 23 

<210> 1003 

<211> 29 



- 878 - 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1003 

gctactgaga tgaaggagac gtgactgta 2 9 



<210 > 


1004 

1 V V T 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 




dye 


<400> 


1004 


cttctctcag tagc 


<210> 


1005 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1005 



14 



aacgaggcgc accttggagg cagcaaag 2 8 

<210> 1006 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 879 - 



<400> 1006 

aaggtttcct tctcagttgt gtta 


<210> 


1007 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1007 

ctttgctgcc tccaaggtgc g 


<210> 


1008 


<211> 


29 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1008 

c 99 a 99 aa 9 c agttggtgcg cctcc 


<210> 


1009 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 


1009 



24 



21 



29 



caacgcttcc tccg 14 



- 880 - 



K t 



<210> 1010 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1010 

cgccgagatc acccctttag ttttacaaca gt 32 

<210> 1011 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1011 

gaattggcac tcaaatgtgt tgtcagaga 29 

<210> 1012 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1012 

actgttgtaa aactaaaggg ggtgatct 28 

<210> 1013 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1013 

cggaggaagc ggttggtgat ctcggcg 27 



- 881 - 



<ZlU> 


1U 14 


<211> 


14 


<212 > 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1014 
caacgcttcc tccg 


<210> 


1015 


<211> 


35 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1015 



14 



tgccgccgag atcacccctt tagttttaca acagt 35 
<210> 1016 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1016 

gaattggcac tcaaatgtgt tgtcagaga 2 9 

<210> 1017 
<211> 24 
<212> DNA 



- 882 - 



t 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1017 

actgttgtaa aactaaaggg ggtg 24 

<210> 1018 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1018 

actgttgtaa aactaaaggg ggtgat 26 

<210> 1019 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1019 

actgttgtaa aactaaaggg ggtgatct 2 8 

<210> 1020 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1020 

actgttgtaa aactaaaggg ggtgatctcg 30 

<210> 1021 

<211> 30 

<212> DNA 



- 883 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1021 

cggaggaagc ggttggtgat ctcggcggca 30 

<210> 1022 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1022 

caacgcttcc tccg 14 
<210> 1023 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1023 

gccgccgaga tcaccccttt agttttacaa cagt 34 
<210> 1024 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1024 

ccgccgagat caccccttta gttttacaac agt 33 

- 884 - 



<210> 1025 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1025 

gaattggcac tcaaatgtgt tgtcagaga 

<210> 1026 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1026 

actgttgtaa aactaaaggg ggtgat 

<210> 1027 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1027 

cggaggaagc ggttggtgat ctcggcggca 

<210> 1028 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



I i 

<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400> 1028 
caacgcttcc tccg 

<210> 1029 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1029 

aacgaggcgc acccctttag ttttacaaca gt 

<210> 1030 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1030 

gaattggcac tcaaatgtgt tgtcagaga 

<210> 1031 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1031 

agtaactgtt gtaaaactaa aggggtgcg 



linked to a spacer bearing a Cy3 

14 



32 



29 



- 886 - 



11 I J 

<210> 1032 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1032 

cggaggaagc agttggtgcg cctcgttaa 29 



<210> 


1033 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1033 
caacgcttcc tccg 


<210> 


1034 


<211> 


32 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1034 



14 



aacgaggcgc acccctttag ttttacaaca gt 32 



- 887 - 



t / 

<210> 1035 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1035 

gaattggcac tcaaatgtgt tgtcagaga 

<210> 1036 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1036 

agtaactgtt gtaaaactaa aggggtgcg 

<210> 1037 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1037 

cggaggaagc agttggtgcg cctcgttaa 

<210> 1038 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 




<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position 
dye 

<400> 1038 
caacgcttcc tccg 

<210> 1039 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1039 

ccgtcacgcc tcccctttag ttttacaac 

<210> 1040 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1040 

gaattggcac tcaaatgtgt tgtcagaga 

<210> 1041 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1041 

agttactctg atattgctga tgaaattctc ag 



is linked to a spacer bearing a Cy3 

14 



29 



29 



- 889 - 







<210> 


1042 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1042 

gttgtaaaac taaaggggag gcg 


<210> 


1043 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1043 

cggaagaagc agttggaggc gtgac 


<210> 


1044 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 


1044 



23 



28 



caacgcttcc tccg 14 



- 890 - 



<210> 1045 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1045 

cgccgagatc acccctttag ttttacaac 29 

<210> 1046 

<211> 29 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1046 

gaattggcac tcaaatgtgt tgtcagaga 29 

<210> 1047 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1047 

agttactctg atattgctga tgaaattctc ag 32 

<210> 1048 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1048 

gttgtaaaac taaaggggtg ate 23 



- 891 - 



1U> 




<211> 


23 




TYKTA 

VvU\ 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1049 

cggaagaagc agttggtgat ctcgc 


<210> 


1050 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1050 
caacgcttcc tccg 


<210> 


1051 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1051 



28 



14 



ccgtcacgcc tcccctttag ttttacaa 28 
<210> 1052 
<211> 29 
<212> DNA 



- 892 - 



t ) 



<213> 



Artificial Sequence 



<220> 



<223> 



Synthetic 



<400> 1052 

gaattggcac tcaaatgtgt tgtcagaga 



29 



<210> 1053 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1053 

cagttactct gatattgctg atgaaattct ca 32 

<210> 1054 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1054 

gttgtaaaac taaaggggag gcg 23 

<210> 1055 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1055 

cggaagaagc agttggaggc gtgacggt 2 8 



- 893 - 



<210> 1056 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing 
dye 

<400> 1056 
caacgcttcc tccg 

<210> 1057 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1057 

ccgtcacgcc tcccctttag ttttacaa 

<210> 1058 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1058 

gaattggcac tcaaatgtgt tgtcagaga 



- 894 - 



I } 



I } 



<210> 1059 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1059 

cagttactct gatattgctg atgaaattct ca 32 

<210> 1060 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1060 

gttgtaaaac taaaggggag gcg 23 

<210> 1061 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1061 

ccaggaagca gttggaggcg tgacggt 27 

<210> 1062 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 895 - 



<220> 

< 2 2 1 > mi s c_f ea t ure 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1062 

caacgcttcg tgg 13 

<210> 1063 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1063 

ccgtcacgcc tcccgttagc taagat 26 

<210> 1064 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1064 

cgaggttttc caaggagttg ttta 24 

<210> 1065 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1065 

ccctggatca gatttagaga gc 22 



- 896 - 





! ) 


<210> 


1066 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1066 
atcttagcta acgggaggcg 


<210> 


1067 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1067 

cggaagaagc agttggaggc gtgac 


<210> 


1068 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1068 
caacgcttcc tccg 


<210> 


1069 


<211> 


25 


<212> 


DNA 



20 



28 



14 



- 897 - 




<213> 



Artificial Sequence 



<220> 



<223> 



Synthetic 



<400> 1069 

ccgtcacgcc tcagttgttt ccgtt 



25 



<210> 1070 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1070 

agaggtacaa acgaggtttt ccaaggc 27 

<210> 1071 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1071 

agctaagatc cctggatcag atttagaga 2 9 

<210> 1072 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1072 

aacggaaaca actgaggcg 19 



- 898 - 



<210> 1073 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1073 

ccaggaagca agtggaggcg tgacggu 27 

<210> 1074 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 1074 

cactgcttcg tgg 13 

<210> 1075 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1075 

ccgtcacgcc tcccgttagc ta 22 



- 899 - 



<210> 1076 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1076 

caaacgaggt tttccaagga gttga 

<210> 1077 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1077 

agatccctgg atcagattta gagagctc 

<210> 1078 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1078 
tagctaacgg aaagaggcg 

<210> 1079 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1079 

ccaggaagca agtggaggcg tgacggu 



25 



28 



19 



27 



- 900 - 



<210> 1080 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (3).. (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 1080 

cactgcttcg tgg 13 

<210> 1081 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1081 

ccgtcacgcc tcccgttag 19 

<210> 1082 

<211> 29 
<212> • DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1082 

agaggtacaa acgaggtttt ccaaggaga 29 

<210> 1083 

<211> 28 

<212> DNA 



- 901 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1083 

ctaagatccc tggatcagat ttagagag 

<210> 1084 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1084 
ctaacggaaa caagaggcg 

<210> 1085 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1085 

ccaggaagca agtggaggcg tgacggu 

<210> 1086 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is 

<400> 1086 
cactgcttcg tgg 



19 



27 



linked to a Z21 quenching group. 

13 



- 902 - 



<210> 1087 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1087 

aacgaggcgc accttaccaa tgcctaagaa aagagtt 

<210> 1088 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1088 

tgcattattt ttctgtcact ctcctctttc caatta 

<210> 1089 

<211> 3.0 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1089 

aactcttttc ttaggcattt tgaaggtgcg 

<210> 1090 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1090 

cggaggaagc agttggtgcg cctcgttaa 



- 903 - 



<210> 


1091 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1091 
caacgcttcc tccg 


<210> 


1092 


<211> 


37 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1092 

cagtcacgtc tctcttcaaa atgcc 


<210> 


1093 


<211> 


37 


<212> 


DMA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1093 



14 



37 



tctgcattat ttttctgtca ctctcctctt tccaata 37 
<210> 1094 
<211> 31 
<212> DNA 



- 904 - 



( J 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1094 

actcttttct taggcatttt gaagagagac g 31 

<210> 1095 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1095 

gctactgaga tgaaggagac gtgactgta 2 9 



<210> 


1096 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1096 
cttctctcag tagc 


<210> 


1097 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 



14 



<220> 

<223> Synthetic 
<400> 1097 

aacgaggcgc acccttttgc cagttcc 27 

- 905 - 



<210> 1098 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1098 

gctctgcagg attttcatgt caccata 

<210> 1099 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1099 

gaggaactgg caaaagggtg eg 

<210> 1100 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1100 

gctactgaga tgaaggagac gtgactgta 

<210> 1101 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



I J 



f 3 



<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position 
dye 

<400> 1101 
cttctctcag tagc 

<210> 1102 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1102 

aacgaggcgc acccttttgc cagt 

<210> 1103 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1103 

gctctgcagg attttcatgt caccata 

<210> 1104 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1104 

tcctccagat atccaagaag agactc 



is linked to a spacer bearing a Cy3 



14 



24 



27 



- 907 - 



f 1 



I J 



<210> 1105 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1105 

actggcaaaa ggcgggc 17 

<210> 1106 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1106 

cggaggaaag cagttggtgc gcctcguuaa 3 0 

<210> 1107 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1107 

cggaagaaag cagttggtgc gcctcguuaa 3 0 

<210> 1108 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 908 - 



<220> 

<221> misc_feature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1108 

caacgcttcc tccg 14 

<210> 1109 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1109 

gccgcacgcc gccttttgcc agt 23 

<210> 1110 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1110 

gctctgcagg attttcatgt caccata 27 

<210> 1111 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1111 

tcctccagat atccaagaag agactc 26 



- 909 - 



<210> 1112 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1112 

actggcaaaa ggcgggc 17 

<210> 1113 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1113 

cggaggaagc agttgcggcg tgcggca 27 



<210> 


1114 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 


1114 



caacgcttcc tccg 14 



- 910 - 




<210> 1115 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1115 

aacgaggcgc acccttttgc cagttc 26 

<210> 1116 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1116 

gctctgcagg attttcatgt caccata 27 

<210> 1117 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1117 

ctccagatat ccaagaagag actc 24 

<210> 1118 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1118 

gaactggcaa aagggtgcg 19 



- 911 - 





^'^ 


<210> 


1119 


<211> 


29 


<212> 


. DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1119 

cggaggaagc agttggtgcg cctcc 


<210> 


1120 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1120 
caacgcttcc tccg 


<210> 


1121 


<211> 


29 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1121 



29 



14 



ccgtcacgcc tccttggcaa aactgcacc 29 



- 912 - 



<210> 1122 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1122 

ccgtcacgcc tccttggcaa aactgcacca 

<210> 1123 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1123 

ctttatgcac tgacatctaa gttctttagc act 

<210> 1124 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1124 

tggtgcagtt ttgccaagga ggcg 

<210> 1125 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1125 

tggtgcagtt ttgccaagga ggcgtg 



{ t 

<210> 1126 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1126 

cggaagaagc agttggaggc gtgacggc 

<210> 1127 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400> 1127 
caacgcttcc tccg 

<210> 1128 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1128 

ccgtcacgcc tccatcttca ctgattcttg g 



28 



linked to a spacer bearing a Cy3 

14 



- 914 - 



<210> 1129 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1129 

ccgtcacgcc tccatcttca ctgattcttg ga 

<210> 1130 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1130 

agtgttgaag tagatttgct tgaagtttca ctgga 

<210> 1131 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1131 

gataccacag agaatgaatt tt 

<210> 1132 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1132 

tccaagaatc agtgaagatg gaggcg 



- 915 - 



<210> 1133 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1133 

tccaagaatc agtgaagatg gaggcgtg 

<210> 1134 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1134 

gaatcagtga agatggaggc g 

<210> 1135 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1135 

cggaagaagc agttggaggc gtgacggc 

<210> 1136 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



) t 1 



<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1136 

caacgcttcc tccg 14 

<210> 1137 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1137 

ccgtcacgcc cttggctcaa ttttgct 27 

<210> 1138 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1138 

ccattcaatt cctgaaatta aagttcggat attctcttgg ca 42 

<210> 1139 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1139 

cctgaaatta aagttcggat attctcttgg ca 32 



- 917 - 



<210> 1140 

<211> 32 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1140 

cctgaaatta aagttcggat attctcttgg ca 32 

<210> 1141 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1141 

agcaaaattg agccaaggga ggcg 24 

<210> 1142 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1142 

agcaaaattg agccaaggga ggcgtg 26 

<210> 1143 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1143 

cggaagaagc agttggaggc gtgacggc 28 



- 918 - 



<210> 1144 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 

dye 

<400> 1144 

caacgcttcc tccg 14 

<210> 1145 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1145 

ccgtcacgcc tccatcttca ctgattcttg 30 

<210> 1146 

<211> 47 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1146 

ttctagcaaa cccattcaat tcctgaaatt aaagttcgga tattcta 47 



- 919 - 



<210> 1147 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1147 

cccattcaat tcctgaaatt aaagttcgga tattcta 

<210> 1148 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1148 

cccattcaat tcctgaaatt aaagttcgga tattcta 

<210> 1149 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1149 
ccaagggcca aggaggcgt 

<210> 1150 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1150 

cggaagaagc agttggaggc gtgacggc 



- 920 - 



<210> 


1151 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 






tnisc feature 


<222> 


(4) . . (4) 


<223> 


The residue at this 




dye 


<400> 


1151 


caacgcttcc tccg 


<210> 


1152 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 



14 



<220> 

<223> Synthetic 

<400> 1152 

ccgtcacgcc tccatcttca ctgattc 27 

<210> 1153 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1153 

agtgttgaag tagatttgct tgaagtttca ctgga 35 

<210> 1154 

<211> 23 

<212> DNA 



- 921 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1154 

ttggatacca cagagaatga att 

<210> 1155 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1155 

cggaagaagc agttggaggc gtgacggt 



<210> 


1156 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1156 
caacgcttcc tccg 


<210> 


1157 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 



<220> 

<223> Synthetic 
<400> 1157 

ccgtcacgcc tccatcttca ctgatt 



- 922 - 



<210> 1158 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1158 

agtgttgaag tagatttgct tgaagtttca ctgga 35 

<210> 1159 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1159 

cttggatacc acagagaatg aatt 24 

<210> 1160 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1160 

cggaagaagc agttggaggc gtgacggt 2 8 

<210> 1161 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 923 - 



<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400> 1161 
caacgcttcc tccg 

<210> 1162 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1162 

ccgtcacgcc tccatcttca ctgattcttg 

<210> 1163 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1163 

agtgttgaag tagatttgct tgaagtttca ctgga 

<210> 1164 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1164 

ataccacaga gaatgaattt ttttatg 



linked to a spacer bearing a Cy3 

14 



30 



35 



- 924 - 



<210> 1165 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1165 

tccaagaatc agtgaagatg gaggcgtg 

<210> 1166 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1166 

cggaagaagc agttggaggc gtgacggt 

<210> 1167 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400>" 1167 
caacgcttcc tccg 



28 



linked to a spacer bearing a Cy3 



- 925 - 



<210> 1168 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1168 

cggaagaagc agttggtgat ctcggcgg 

<210> 1169 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing 
dye 

<400> 1169 
caacgcttcc tccg 

<210> 1170 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1170 

cggaagaagc agttggaggc gtgacggt 



- 926 - 



<210> 


1171 


<211> 


14 


<212> 


DNA 


<213> 


Art i f i c i al Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc__f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1171 
caacgcttcc tccg 


<210> 


1172 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1172 



14 



ccaggaagca agtggaggcg tgacggu 27 

<210> 1173 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a 221 quenching group. 

<400> 1173 

cactgcttcg tgg 13 



- 927 - 



<210> 1174 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1174 

cggaggaagc agttggtgat ctcggcgg 28 



<210> 


1175 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1175 
caacgcttcc tccg 


<210> 


1176 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1176 



14 



cggaagaagc agttggaggc gtgacggc 28 



- 928 - 



<210> 


1177 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221>, 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1177 
caacgcttcc tccg 


<210> 


1178 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 



14 



<220> 

<223> Synthetic 

<400> 1178 

ccaggaagca agtggtgcgc ctcgttt 27 

<210> 1179 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> mi sc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 1179 

cactgcttcg tgg 13 



- 929 - 



<210> 1180 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1180 

cggaggaagc agttggtgcg cctcgttaa 29 



<210> 


1181 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 



dye 
<400> 1181 

caacgcttcc tccg 14 
<210> 1182 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1182 

cggaggaagc ggttggtgat ctcggcggca 3 0 

<210> 1183 
<211> 14 
<212> DNA 



- 930 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400> 1183 
caacgcttcc tccg 

<210> 1184 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1184 

gctactgaga tgaaggagac gtgactgta 

<210> 1185 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is 
dye 

<400> 1185 
cttctctcag tagc 



linked to a spacer bearing a Cy3 



14 



29 



linked to a spacer bearing a Cy3 



- 931 - 



<210> 1186 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1186 

ccaggaagca gttggaggcg tgacggt 27 



<210> 


1187 


<211> 


13 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) (4) 


<223> 


The residue at this 




dye 


<400> 


1187 


caacgcttcg tgg 


<210> 


1188 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


1188 



13 



aggagccact ccattggatg aagc 24 



- 932 - 



<210> 1189 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1189 

atgtacagaa tccccggtta tttatgcaga 30 

<210> 1190 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1190 

gtggcgtatc acagacaatg. agag 24 

<210> 1191 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1191 

cctcctttat attcccaagt ataacactct aa 32 

<210> 1192 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1192 

aacgaggcgc accacagaca atgagag 27 



- 933 - 



<210> 1193 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1193 

ctctcattgt ctgtggtgcg 20 

<210> 1194 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > Synthetic 

<400> 1194 

cctcctttat attcccaagt ataacactct aa 32 

<210> 1195 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1195 

agctcaatgc atgtacagaa tccccgg 27 

<210> 1196 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1196 

agctcaatgc atgtacagaa tccccgg 27 



- 934 - 



<210> 1197 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1197 

aacgaggcgc accacagaca atgagagag 2 9 

<210> 1198 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1198 

ctctctcatt gtctgtggtg eg 22 

<210> 1199 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1199 

cctcctttat attcccaagt ataacactct aa 32 

<210> 1200 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1200 

etcaatgeat gtacagaatc cccggtt 27 



- 935 - 



<210> 1201 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1201 

aacgaggcgc accacagaca atgagagagc t 31 

<210> 1202 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1202 

agctctctca ttgtctgtgg tgcg 24 

<210> 1203 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1203 

cctcctttat attcccaagt ataacactct aa 32 

<210> 1204 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 936 - 



<220> 

<221> misc_f eature 
<222> (4).. (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1204 

caacgcttcc tccg 14 
<210> 1205 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1205 

aacgaggcgc accacagaca atgagagagc 30 
<210> 1206 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1206 

gctctctcat tgtctgtggt gcg 23 
<210> 1207 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1207 

cctcctttat attcccaagt ataacactct aa 32 
<210> 1208 
<211> 14 
<212> DNA 

- 937 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1208 

caacgcttcc tccg 14 
<210> 1209 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1209 

aacgaggcgc accacagaca atgagaga 28 
<210> 1210 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1210 

aacgaggcgc accacagaca atgagaga 2 8 

<210> 1211 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1211 

tctctcattg tctgtggtgc gc 22 

- 938 - 



<210> 1212 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1212 

gctcaatgca tgtacagaat ccccggtt 28 
<210> 1213 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1213 

cctcctttat attcccaagt ataacactct aa 32 
<210> 1214 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1214 

aacgaggcgc accacagaca atgaga 26 
<210> 1215 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1215 

tctcattgtc tgtggtgcgc 20 



- 939 - 



<210> 1216 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1216 

cctcctttat attcccaagt ataacactct aa 32 
<210> 1217 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1217 

gagctcaatg catgtacaga atccccg 27 
<210> 1218 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1218 

aacgaggcgc acctcttatc agagctc 27 
<210> 1219 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1219 

aacgaggcgc acctcttatc agagctc 27 



- 940 - 



<210> 1220 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1220 

ttgtggagga aattattgag aaatgttgat ta 32 
<210> 1221 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1221 

gagctctgat aagaggtgcg 20 
<210> 1222 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1222 

ccgtcacgcc tcgccccaca 20 
<210> 1223 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1223 

tgtggggcga ggcg 14 



- 941 - 



<210> 1224 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1224 

cagcacaggc tgttgaccat cataaaac 

<210> 1225 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1225 

cuuuuccaua cuuuuuauga cauuc 

<210> 1226 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1226 

cttttccaga ctttttatga cattc 

<210> 1227 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1227 

cttttccaga ctttttatga c 



<210> 1228 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1228 
ccgtcacgcc tcgccccaca 

<210> 1229 

,<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1229 
ccgtcacgcc tcgccccaca 

<210> 1230 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1230 

cagcacaggc tgttgaccat cataaaac 

<210> 1231 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1231 

cuuuuccaua cuuuuuauga cauuc 



20 



28 



25 



943 - 



<210> 1232 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1232 
ccgtcacgcc tcgccccacc 

<210> 1233 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1233 
ccgtcacgcc tcgccccacg 

<210> 1234 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1234 
ccgtcacgcc tcgccccact 

<210> 1235 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1235 
tgtggggcga ggcg 



<210> 1236 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1236 

cagcacaggc tgttgaccat cataaaac 

<210> 1237 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1237 

cuuuuccaua cuuuuuauga cauuc 

<210> 1238 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1238 

ccgtcacgcc tgatcataaa agccc 

<210> 1239 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1239 
gggcttttat gatcaggcg 



<210> 1240 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1240 
cagcacaggc tgttgaccc 

<210> 1241 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1241 

cacacttttc catacttttt atg 

<210> 1242 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1242 

aacgaggcgc acccattgga tgaag 

<210> 1243 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1243 
cttcatccaa tgggtgcgc 



<210> 1244 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1244 

gtacagaatc cccggttatt tatgcagta 

<210> 1245 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1245 
cccatcttca tttcagag 

<210> 1246 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1246 

gtggcgtatc gtgtctaatt tcaag 

<210> 1247 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1247 

aatgggtttt tctggttgaa gaagtccttg 



<210> 1248 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1248 

• aacgaggcgc accgtgtcta atttcaag 28 
<210> 1249 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1249 

aacgaggcgc accgtgtcta atttcaaggg 30 
<210> 1250 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1250 

cttgaaatta gacacggtgc g 21 
<210>" 1251 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1251 

aatgggtttt tctggttgaa gaagtccttg a 31 



- 948 - 



<210> 1252 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1252 

aacgaggcgc accgtgtcta atttcaag 28 
<210> 1253 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1253 

cttgaaatta gacacggtgc g 21 
<210> 1254 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1254 

aatgggtttt tctggttgaa gaagtccttg a 31 
<210> 1255 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1255 

gggatctgtg tttctttaca aggt 24 



- 949 - 



<210> 1256 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1256 

aacgaggcgc accgtgtcta atttcaag 
<210> 1257 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1257 

cttgaaatta gacacggttc tc 
<210> 1258 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1258 

ggtttttctg gttgaagaag tccttga 
<210> 1259 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1259 
gggatctctg tttct 



<210> 1260 
<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1260 

aacgaggcgc accgtgtcta atttcaaggg 

<210> 1261 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1261 

cccttgaaat tagacacggt gcg 

<210> 1262 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1262 

aatgggtttt tctggttgaa gaagtccttg 

<210> 1263 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> misc_feature 
<222> (4).. (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1263 

caacgcttcc tccg 14 

<210> 1264 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1264 

aacgaggcgc accgtgtcta atttcaagg 2 9 

<210> 1265 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1265 

aacgaggcgc accgtgtcta atttcaagg 2 9 

<210> 1266 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1266 

ccttgaaatt agacacggtg cgc 23 



- 952 - 



<210> 1267 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1267 

ccttgaaatt agacacggtg cgc 23 

<210> 1268 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1268 

aatgggtttt tctggttgaa gaagtccttg a 31 

<210> 1269 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1269 

ggatctgtgt ttctttacaa ggtttgaagg ag 32 

<210> 1270 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1270 

aacgaggcgc accgtgtcta atttcaa 27 



- 953 - 



<210> 1271 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1271 

ttgaaattag acacggtgcg c 21 

<210> 1272 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1272 

aatgggtttt tctggttgaa gaagtccttg a 31 

<210> 1273 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1273 

ggggatctgt gtttctttac aagg 24 

<210> 1274 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1274 

aacgaggcgc accgtgtcta atttca 26 



- 954 - 



<210> 1275 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1275 
tgaaattaga cacggtgcgc 

<210> 1276 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1276 

ggtttttctg gttgaagaag tccttga 

<210> 1277 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1277 
aggggatctg tgtttct 

<210> 1278 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1278 

tggcgtatct gaccctttgg gaat 



<210> 1279 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1279 

gaagagcata agttggaatc accaccata 29 
<210> 1280 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1280 

atacggttgg tcctctcaag tcta 24 
<210> 1281 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<:220> 

<223> Synthetic 
<400> 1281 

ccccattgat ttcaacatct ttcttgcaac 30 
<210> 1282 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1282 

aacgaggcgc acgcgtgtct aatttc 26 



- 956 - 



<210> 1283 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1283 
gaaattagac acgcgtgcgc 

<210> 1284 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1284 

ggtttttctg gttgaagaag tccttc 

<210> 1285 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1285 
ccggggatct gtgtttc 

<210> 1286 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1286 

ccgtcacgcc tcgcgtgtct aatttc 



<210> 1287 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1287 
gaaattagac acgcgaggcg 

<210> 1288 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1288 

ggtttttctg gttgaagaag tccttc 

<210> 1289 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1289 
ccggggatct gtgtttc 

<210> 1290 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1290 

aacgaggcgc agttcatacg ttcc 



<210> 1291 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1291 
ggaacgtatg aactgcgc 

<210> 1292 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1292 
ccagcacagg gagttgacca 

<210> 1293 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1293 
ccacattttt ccatacttt 

<210> 1294 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > Synthetic 

<400> 1294 

ccgtcacgcc tgttcatacg ttcc 



18 



20 



19 



24 
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<210> 1295 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1295 
ggaacgtatg aacaggcg 

<210> 1296 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1296 
ccagcacagg gagttgacca 

<210> 1297 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1297 
ccacattttt ccatacttt 

<210> 1298 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1298 

aacgaggcgc acagttgacc ttca 



<210> 1299 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1299 

aacgaggcgc acagttgacc ttca 

<210> 1300 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1300 

aacgaggcgc acagttgacc ttca 

<210> 1301 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1301 
tgaaggtcaa ctgtgcgc 

<210> 1302 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1302 
gtgatggcca gcacagggc 



<210> 1303 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1303 

tacgttcccc acatttttc 19 
<210> 1304 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1304 

tacgttcccc acatttttc 19 
<210> 1305 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1305 

ccgtcacgcc tcagttgacc ttca 24 
<210> 1306 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1306 

tgaaggtcaa ctgaggcg 18 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1307 
gtgatggcca gcacagggc 

<210> 1308 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1308 
tacgttcccc acatttttc 

<210> 1309 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1309 

aacgaggcgc actcctctca agt 

<210> 1310 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1310 
acttgagagg agtgcgc 



<210> 1311 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1311 

ccattgattt caacatcttt cttgcaaga 29 

<210> 1312 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1312 

ctaatagcaa ctgggaataa tc 22 

<210> 1313 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1313 

ccgtcacgcc tctcctctca agt 23 

<210> 1314 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1314 

acttgagagg agaggcg 17 
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<210> 1315 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1315 

ccattgattt caacatcttt cttgcaaga 

<210> 1316 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1316 

ctaatagcaa ctgggaataa tc 

<210> 1317 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1317 

aacgaggcgc acagttgacc ttc 

<210> 1318 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1318 
tgaaggtcaa ctgtgcgc 



<210> 1319 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1319 
gtgatggcca gcacagggc 

<210> 1320 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1320 
atacgttccc cacatttttc 

<210> 1321 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1321 

tggcgtatct ggattaaatc ttaaaag 

<210> 1322 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1322 

gacttttatt gagagaacga atggatctaa 



<210> 1323 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1323 

aacgaggcgc actggattaa atcttaaaag 
<210> 1324 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1324 

gacttttatt gagagaacga atggatctaa 
<210> 1325 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1325 

cttttaagat ttaatccagt gcg 
<210> 1326 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1326 

aacgaggcgc actggattaa atcttaaaag 



<210> 1327 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1327 

gacttttatt gagagaacga atggatctaa 

<210> 1328 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1328 

cttttaagat ttaatccagt gcg 

<210> 1329 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1329 
cttcttggtg ttttcca 

<210> 1330 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1330 

aggagccact catcccttga ct 



<210> 1331 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic 

<400> 1331 

cttagggaaa tcaggctcca cttacggta 

<210> 1332 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1332 

aacgaggcgc acctcatccc ttgact 

<210> 1333 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1333 

aacgaggcgc acctcatccc ttgact 

<210> 1334 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1334 
agtcaaggga tgaggtgcg 



<210> 1335 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1335 

cttagggaaa tcaggctcca cttacggta 

<210> 1336 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1336 

aacgaggcgc acctcatccc ttgac 

<210> 1337 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1337 
gtcaagggat gaggtgcgc 

<210> 1338 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1338 

cttagggaaa tcaggctcca cttacggta 



<210> 1339 
<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1339 

tcagccttta gaacaatggg tttttctgtt ag 

<210> 1340 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1340 

tcagccttta gaacaatggg tttttctg 

<210> 1341 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1341 

ctcagccttt agaacaatgg gtttttct 

<210> 1342 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1342 

ctcagccttt agaacaatgg gtttttct 



<210> 1343 
<21i> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1343 

aacgaggcgc acctcatccc ttga 

<210> 1344 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1344 

aacgaggcgc acctcatccc ttgac 

<210> 1345 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1345 
tcaagggatg aggtgcgc 

<210> 1346 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1346 

cttagggaaa tcaggctcca cttacggta 



<210> 1347 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1347 

ctcagccttt agaacaatgg gtttttctgt tag 

<210> 1348 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1348 

atacggttgg taaagtaatt tgaggt 

<210> 1349 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1349 

gaagcccgtc ttcatttcag ggttctattt c 

<210> 1350 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1350 

aacgaggcgc acgtaaagta atttgaggt 



<210> 1351 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1351 

gaagcccgtc ttcatttcag ggttctattt 
<210> 1352 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1352 

acctcaaatt actttacgtg eg 
<210> 1353 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1353 

aacgaggege aegtaaagta atttgaggt 
<210> 1354 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1354 

gaagcccgtc ttcatttcag ggttctattt 



<210> 1355 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1355 

acctcaaatt actttacgtg eg 22 

<210> 1356 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1356 

ctctggtgtt ctggg 15 

<210> 1357 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1357 

ccgtcacgcc tegtcataaa tacccc 26 

<210> 1358 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1358 

ggggtcttta tgacgaggcg 20 



- 975 - 



<210> 1359 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1359 

gccagcatag gctgttgaca c 21 

<210> 1360 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1360 

agacttttct atacttttta taacattc 28 

<210> 1361 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1361 

aacgaggcgc acgtcataaa tacccc 26 

<210> 1362 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1362 

aacgaggcgc acgtcataaa tacccc 26 
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<210> 1363 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1363 

aacgaggcgc acgtcataaa tacccc 

<210> 1364 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1364 
ggggtattta tgacgtgcgc 

<210> 1365 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1365 

gccagcatag gctgttgaca c 

<210> 1366 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1366 

agacttttct atacttttta taacattc 



<210> 1367 
<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1367 

ccgtcacgcc tcgattaaat cttaaaagct t 

<210> 1368 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1368 

aagcttttaa gatttaatcg aggcg 

<210> 1369 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1369 

gacttttatt gagagaacga atggatctaa tgc 

<210> 1370 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1370 
cttggtgttt tccacaaag 



<210> 1371 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1371 

aacgaggcgc acgattaaat cttaaaagct t 31 

<210> 1372 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1372 

aagcttttaa gatttaatcg tgcgc 25 

<210> 1373 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1373 

gacttttatt gagagaacga atggatctaa tgc 33 

<210> 1374 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1374 

cttggtgttt tccacaaag 19 
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<210> 1375 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1375 

ccgtcacgcc tgtcatccct tg 

<210> 1376 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1376 
caagggatgc acggcg 

<210> 1377 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1377 

ggaaatcagg ctccacttac ggtca 

<210> 1378 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1378 
actcagcctt tagaacaatg 



<210> 1379 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1379 

ccgtcacgcc tctaaagtaa tttgaggtc 

<210> 1380 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1380 

gacctcaaat tactttagag gcg 

<210> 1381 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1381 

cgtcttcatt tcagggttct atttga 

<210> 1382 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1382 
tctggtgttc tggg 



23 



26 



14 
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<210> 1383 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1383 

aacgaggcgc actaaagtaa tttgaggtc 

<210> 1384 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1384 

gacctcaaag gactttagtg cgc 

<210> 1385 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1385 

cgtcttcatt tcagggttct atttga 

<210> 1386 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1386 
tctggtgttc tggg 



<210> 1387 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1387 

tggcgtatct aggctttgct tec 

<210> 1388 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1388 

ttcatgtagt cagggtcata gacaattaag 

<210> 1389 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1389 

aacgaggege actaggcttt gcttcc 

<210> 1390 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1390 
ggaagcaaag cctagtgcg 



<210> 1391 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1391 
ggaagcaaag cctagtgcgc 

<210> 1392 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1392 

ttcatgtagt cagggtcata gacaattaag 

<210> 1393 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1393 

aacgaggcgc actaggcttt gcttccc 

<210> 1394 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1394 

gggaagcaaa gcctagtgcg c 



<210> 1395 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1395 

ttcatgtagt cagggtcata gacaattaag 

<210> 1396 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1396 

aacgaggcgc actaggctfit gcttc 

<210> 1397 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1397 
gaagcaaagc ctagtgcgc 

<210> 1398 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1398 

cccagaacca tcgaggaaag gc 



<210> 1399 
<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1399 

ttcatgtagt cagggtcata gacaattaag a 31 

<210> 1400 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1400 

aacgaggcgc actaggcttt gctt 24 

<210> 1401 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1401 

aagcaaagcc tagtgcgc 13 

<210> 1402 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1402 

ttcatgtagt cagggtcata gacaattaag a 31 
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<210> 1403 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1403 

ccccagaacc atcgaggaaa gg 

<210> 1404 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1404 

ccccagaacc atcgaggaaa gg 

<210> 1405 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1405 

aacgaggcgc actaggcttt get 

<210> 1406 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1406 

aacgaggcgc actaggcttt get 



<210> 1407 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1407 

aacgaggcgc actaggcttt get 

<210> 1408 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1408 
ageaaagect agtgcgc 

<210> 1409 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1409 
ageaaagect agtgcgc 

<210> 1410 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1410 

ttcatgtagt cagggtcata gacaattaag 



<210> 1411 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1411 

tccccagaac catcgaggaa agg 23 

<210> 1412 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1412 

tccccagaac catcgaggaa agg 23 

<210> 1413 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1413 

atacggttgg tcttgacctg cc 22 

<210> 1414 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1414 

aggagatatg ttgaaagatt tctatagagg ac 32 
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<210> 1415 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1415 

aacgaggcgc acgtcttgac ctgcc 25 

<210> 1416 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1416 

ggcaggtcaa gacgtgcg 18 

<210> 1417 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1417 

aggagatatg ttgaaagatt tctatagagg ac 32 

<210> 1418 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1418 

aacgaggcgc acgtcttgac ctgc 24 



- 990 - 



<210> 1419 
<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1419 

ggcaggtcaa gacgtgcg 18 

<210> 1420 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1420 

aggagatatg ttgaaagatt tctatagagg ac 32 

<210> 1421 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1421 

tggcgtatct tagatggagt aagga 25 

<210> 1422 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1422 

attcctcata attcaaaagg gacttagtag gt 32 



- 991 - 



<210> 1423 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1423 

aacgaggcgc acttagatgg agtaagga 

<210> 1424 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1424 

tccttactcc atctaagtgc g 

<210> 1425 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1425 

aacgaggcgc actggatacc cttggg 

<210> 1426 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1426 
cccaagggta tccagtgcgc 



<210> 1427 
<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1427 

ggtggagacc ataaatggag agtgtgacta 

<210> 1428 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1428 

aacgaggcgc acaggtgtct ggagtaaaag 

<210> 1429 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1429 

cttttactcc agacacctgt gcgc 

<210> 1430 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1430 
gtccacgcac aagctgggac 



<210> 1431 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1431 

aacgaggcgc acagaaggcc cctt 24 

<210> 1432 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1432 

aaggggcctt ctgtgcgc 18 

<210> 1433 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1433 

ccttgaacag caccagaaat agactgagca c 31 

<210> 1434 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1434 

ggaagaaccc agagacacca tec 23 



- 994 - 



<210> 1435 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1435 

ccgtcacgcc tcagaaggcc cctt 

<210> 1436 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1436 
aaggggcctt ctgaggcg 

<210> 1437 

<211> 31 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1437 

ccttgaacag caccagaaat agactgagca 

<210> 1438 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1438 

aacgaggcgc acagaaggcc ccttg 



<210> 1439 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1439 
caaggggcct tctgtgcgc 

<210> 1440 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1440 

ccttgaacag caccagaaat agactgagca 

<210> 1441 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1441 

aacgaggcgc acagaaggcc ccttgg 

<210> 1442 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1442 

aacgaggcgc acagaaggcc cctt 



<210> 1443 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1443 

aacgaggcgc acagaaggcc cctt 

<210> 1444 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1444 
ccaaggggcc ttctgtgcgc 

<210> 1445 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1445 
aaggggcctt ctgtgcgc 

<210> 1446 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1446 

ccttgaacag caccagaaat agactgagca 



<210> 1447 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1447 

aacgaggcgc acttgacaga gtccgc 

<210> 1448 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1448 
gcggactctg tcaagtgcgc 

<210> 1449 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1449 

gcttctccca tttgtctagc attataa 

<210> 1450 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1450 

aacgaggcgc acttgacaga gtccg 



<210> 1451 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1451 
cggactctgt caagtgcgc 

<210> 1452 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1452 

gcttctccca tttgtctagc attataa 

<210> 1453 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1453 

ccatgatttt gacatagggt ttgaggatg 

<210> 1454 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1454 

aacgaggcgc acttgacaga gtcc 



<210> 1455 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1455 

aacgaggcgc acttgacaga gtcc 24 

<210> 1456 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1456 

aacgaggcgc acttgacaga gtcc 24 

<210> 1457 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1457 

ggactctgtc aagtgcgc 18 

<210> 1458 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1458 

ggactctgtc aagtgcgc 18 



- 1000 - 



<210> 1459 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1459 

gcttctccca tttgtctagc attataa 

<210> 1460 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1460 

gccatgattt tgacataggg tttgaggatg 

<210> 1461 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1461 

cggagcctct gcggtcatca ag 

<210> 1462 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1462 

tggataactg catcagtgta tggcatttta 



<210> 1463 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1463 

gtggcgtatc tgcggtcatc aag 23 

<210> 1464 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1464 

gtggcgtatc tgcggtcatc aa 22 

<210> 1465 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1465 

tggataactg catcagtgta tggcatttta a 31 

<210> 1466 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1466 

tggcgtatct gcggtcatca a 21 



- 1002 - 



<210> 1467 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1467 

tggataactg catcagtgta tggcatttta 

<210> 1468 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1468 

aacgaggcgc acctgcggtc atcaa 

<210> 1469 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1469 
ttgatgaccg caggtgcgcc 

<210>. 1470 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1470 
ttgatgaccg caggtgcgcc 



J 



<210> 1471 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1471 

ttgatgaccg caggtgcgcc 20 

<210> 1472 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1472 

tggataactg catcagtgta tggcatttta a 31 

<210> 1473 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1473 

aacgaggcgc acctgcggtc atcaa 25 

<210> 1474 

<211> 20 

<212> DNA 

<213> Artificial" Sequence 
<220> 

<22 3> Synthetic 

<400> 1474 

ttgatgaccg caggtgcgcc 20 



- 1004 - 



<210> 1475 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1475 

tggataactg catcagtgta tggcatttta 

<210> 1476 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1476 

gggttggtag cctgtgtgag ccgat 

<210> 1477 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1477 

aacgaggcgc acctgcggtc atcaa 

<210> 1478 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1478 
ttgatgaccg caggtgcg 



<210> 1479 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1479 

tggataactg catcagtgta tggcatttta 

<210> 1480 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1480 

ggcaacgagg cacacctgcg gtcatcaag 

<210> 1481 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1481 
ttgatgaccg caggtgcgcc 

<210> 1482 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1482 

tggataactg catcagtgta tggcatttta 



<210> 1483 

<211> 26 

<212> DNA 

<*213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1483 

aacgaggggc acctgcggtc atcaag 

<210> 1484 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1484 
cttgatgacc gcaggtgcc 

<210> 1485 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1485 

tggataactg catcagtgta tggcatttta 

<210> 1486 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1486 

aacgaggcgc acctgcggtc atcaagg 



<210> 1487 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1487 

ccttgatgac cgcaggtgcg 20 

<210> 1488 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1488 

tggataactg catcagtgta tggcatttta a 31 

<210> 1489 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1489 

atgacgtgac agacctgcgg tcatcaag 2 8 

<210> 1490 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1490 

cttgatgacc gcaggtctgt 20 



- 1008 - 



<210> 1491 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1491 

tggataactg catcagtgta tggcatttta 

<210> 1492 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1492 

aacgaggcgc acctgaggtc atcaa 

<210> 1493 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1493 
ttgatgacct caggtgcg 

<210> 1494 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3 > Synthetic 

<400> 1494 

tggataactg catcagtgta tggcatttta 



<210> 1495 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1495 

cagtcacgtc tcctgcggtc atcaag 26 

<210> 1496 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1496 

cttgatgacc gcaggagacg 2 0 

<210> 1497 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1497 

tggataactg catcagtgta tggcatttta a 31 

<210> 1498 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1498 

cagtcacgtc tcactgcggt catcaag 27 



- 1010 - 



<210> 1499 
<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1499 

gtggataact gcatcagtgt atggcatttt 

<210> 1500 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1500 

cttgatgacc gcagtgagac g 

<210> 1501 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1501 

cagtcacgtc tcactgcggt catcaa 

<210> 1502 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1502 
ttgatgaccg cagtgagacg 



<210> 1503 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1503 

gtggataact gcatcagtgt atggcatttt 

<210> 1504 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1504 

gggttggtag cctgtgtgag ccgat 

<210> 1505 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1505 

cagtcacgtc tcactgcggt catca 

<210> 1506 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1506 
tgatgaccgc agtgagacg 



<210> 1507 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1507 

gtggataact gcatcagtgt atggcatttt c 31 

<210> 1508 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1508 

agggttggta gcctgtgtga gccga 25 

<210> 1509 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1509 

cagtcacgtc tcactgcggt catcaag 27 

<210> 1510 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1510 

cttgatgacc gcagtgagac g 21 



- 1013 - 



<210> 1511 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1511 

gtggataact gcatcagtgt atggcatttt c 

<210> 1512 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1512 

ggttggtagc ctgtgtgagc cgatc 

<210> 1513 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1513 

cagtcacgtc tcactgcggt cat 

<210> 1514 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1514 
atgaccgcag tgagacg 



- 1014 - 



<210> 1515 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1515 

gtggataact gcatcagtgt atggcatttt c 31 

<210> 1516 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1516 

caagggttgg tagcctgtgt gagcc 25 

<210> 1517 

<211> 25 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1517 

ccgtcacgcc tcactgcggt catca 25 

<210> 1518 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1518 

tgatgaccgc agtgaggcg 19 



- 1015 - 



<210> 1519 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 
<400> 1519 

gtggataact gcatcagtgt atggcatttt c 

<210> 1520 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1520 

agggttggta gcctgtgtga gccga 

<210> 1521 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1521 

ccgtcacgcc tcactgcggt catc 

<210> 1522 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1522 
gatgaccgca gtgaggcg 



- 1016 - 



<210> 1523 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1523 

gtggataact gcatcagtgt atggcatttt c 

<210> 1524 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1524 
aagggttggt agccggtgtg 

<210> 1525 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1525 

ccgtcacgcc tcactgcggt cat 

<210> 1526 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1526 

ccgtcacgcc tcactgcggt cat 



- 1017 - 



<210> 1527 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1527 
atgaccgcag tgaggcg 

<210> 1528 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1528 

gtggataact gcatcagtgt atggcatttt c 

<210> 1529 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1529 

caagggttgg tagcctgtgt gagcc 

<210> 1530 

<211> 30 ^ 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> atg gtg tct ttg gtg act ctg tgt ggt aca 

<400> 1530 

atggtgtctt tggtgactct gtgtggtaca 



- 1018 - 



<210> 1531 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1531 

aacgaggcgc actccaatag ggacaag 

<210> 1532 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1532 

cttgtcccta ttggagtgcg cc 

<210> 1533 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1533 

gcggcgtaca gccggtgtga gc 

<210> 1534 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1534 

cattttactg cggtcatcaa gggttggtc 



<210> 1535 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1535 

tggcgtatga gccggtgtga gc 22 

<210> 1536 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1536 

cattttactg cggtcatcaa gggttggtc 29 

<210> 1537 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1537 

ggatgactgc atcagtgtat ggcattttgc 30 

<210> 1538 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1538 

aacgaggcgc acgtacgatc atcaagg 27 



- 1020 - 



<210> 1539 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1539 

ccttgatgat cgtacgtgcg cc 

<210> 1540 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1540 

atggtgtctt tggtgactct gtgtggtaac 

<210> 1541 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1541 

tggcgtatga ccaattgggg caa 

<210> 1542 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1542 

gatctgcaaa tctctgaatc tcgtggatg 



<210> 1543 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1543 

tcttggagag caggtaccct cggaac 26 

<210> 1544 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1544 

tggcgtatga ccaattgggg caag 24 

<210> 1545 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1545 

atggtgtctt tggtgactct gtgtggtaac 30 

<210> 1546 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1546 

atctgcaaat ctctgaatct cgtggatga 2 9 



- 1022 - 



<210> 1547 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1547 

tcttggagag caggtaccct cggaac 26 

<210> 1548 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1548 

aacgaggcgc acaccaattg gggcaag 27 

<210> 1549 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1549 

aacgacgcgc acaccaattg gggcaag 27 

<210> 1550 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1550 

cttgccccaa ttggtgtgcg cc 22 



- 1023 - 



<210> 1551 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1551 

atggtgtctt tggtgactct gtgtggtaac 

<210> 1552 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1552 

aacgaggcgc acaccaattg gggcaag 

<210> 1553 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1553 

cttgccccaa ttggtgtgcg cc 

<210> 1554 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1554 

atggtgtctt tggtgactct gtgtggtaac 



<210> 1555 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1555 
cttgccccaa ttggtgtgcg 

<210> 1556 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1556 

aacgaggcgc acaccaattg gggcaag 

<210> 1557 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1557 

atggtgtctt tggtgactct gtgtggtaac 

<210> 1558 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1558 

atctgcaaat ctctgaatct cgtggatga 



<210> 1559 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1559 

ggcaacgagg cacaccaatt ggggcaag 

<210> 1560 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1560 

cttgccccaa ttggtgtgcg cc 

<210> 1561 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1561 

atggtgtctt tggtgactct gtgtggtaac 

<210> 1562 

<211> 30 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1562 

aacgaggcgc acaccaattg gggcaagatc 



<210> 1563 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1563 

gatcttgccc caattggtgt gcg 

<210> 1564 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1564 

atggtgtctt tggtgactct gtgtggtaac 

<210> 1565 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1565 

aacgaggcgc acaccaattc gggcaag 

<210> 1566 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1566 
cttgcccgaa ttggtgtgcg 



<210> 1567 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1567 

atggtgtctt tggtgactct gtgtggtaac 30 

<210> 1568 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1568 

atctgcaaat ctctgaatct cgtggatga 29 

<210> 1569 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1569 

cagtcacgtc tcatggtggc ctgtg 25 

<210> 1570 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1570 

gtatggcatt ttggtacgat catcaagggc 3 0 
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<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1571 
cacaggccac catgagacg 

<210> 1572 

<211> 27 

<212> DNA 

< 2 1 3 > Art i f i c i al Sequence 
<220> 

<223> Synthetic 

<400> 1572 

cagtcacgtc tcagagccaa tcacctg 

<210> 1573 

<211> 27 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1573 

cgatcatcaa gggatggtgg cctgtgc 

<210> 1574 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1574 

caggtgattg gctctgagac g 



<210> 1575 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1575 

atcaatctcc ttttggactt tctctgcg 

<210> 1576 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

.<400> 1576 

cagtcacgtc tcagagccaa tcacct 

<210> 1577 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1577 

cgatcatcaa gggatggtgg cctgtgc 

<210> 1578 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1578 
aggtgattgg ctctgagacg 



I 



<210> 1579 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1579 

gatcaatctc cttttggact ttctctgc 

<210> 1580 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1580 

cagtcacgtc tcagagccaa tcacct 

<210> 1581 

<211> 25 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1581 

cagtcacgtc tcagagccaa tcacc 

<210> 1582 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1582 
ggtgattggc tctgagacg 



<210> 1583 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1583 

cgatcatcaa gggatggtgg cctgtgc 

<210> 1584 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1584 

gatcaatctc cttttggact ttctctgc 

<210> 1585 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1585 

tgatcaatct ccttttggac tttctctgc 

<210> 1586 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1586 

cagtcacgtc tcagagccaa tcac 



<210> 1587 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1587 

gtgattggct ctgagacg 18 

<210> 1588 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1588 

ctgatcaatc tccttttgga ctttctctgc g 31 

<210> 1589 

<211> 27 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1589 

cgatcatcaa gggatggtgg cctgtgc 2 7 

<210> 1590 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1590 

cagtcacgtc tcagaggcaa tcacct 2 6 



- 1033 - 



<210> 1591 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1591 
aggtgattgc ctctgagacg 

<210> 1592 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1592 

cgatcatcaa gggatggtgg cctgtgc 

<210> 1593 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1593 

gatcaatctc cttttggact ttctctgc 

<210> 1594 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1594 

cagtcacgtc tcagaggcaa tcacctg 



<210> 1595 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1595 

caggtgattg cctctgagac g 
<210> 1596 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> . 1596 

cgatcatcaa gggatggtgg cctgtgc 
<210> 1597 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1597 

atcaatctcc ttttggactt tctctgcg 
<210> 1598 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1598 

ccgtcacgcc tcagagccaa tcacct 



<210> 1599 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1599 
aggtgattgg ctctgaggcg 

<210> 1600 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1600 

cgatcatcaa gggatggtgg cctgtgc 

<210> 1601 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1601 

gatcaatctc cttttggact ttctctgc 

<210> 1602 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1602 

ccgtcacgcc tcagagccaa tcacc 



<210> 1603 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1603 
ggtgattggc tctgaggcg 

<210> 1604 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1604 

cgatcatcaa gggatggtgg cctgtgc 

<210> 1605 

<211> 29 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1605 

tgatcaatct ccttttggac tttctctgc 

<210> 1606 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1606 

ccgtcacgcc tcagagccaa tcac 



<210> 1607 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1607 

ccgtcacgcc tcagagccaa tcac 24 

<210> 1608 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1608 

gtgattggct ctgaggcg 18 

<210> 1609 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1609 

cgatcatcaa gggatggtgg cctgtgc 27 

<210> 1610 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1610 

ctgatcaatc tccttttgga ctttctctgc g 31 



- 1038 - 



<210> 1611 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1611 

cagtcacgtc tcatggtcaa agtactgtgg 

<210> 1612 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic 

<400> 1612 

ggaagtgctc aggattgaag gtgtctggc 

<210> 1613 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1613 

ccacagtact ttgaccatga gacg 

<210> 1614 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1614 

aacgaggcgc acatggtcaa agtactgtgg 



<210> 1615 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1615 

ccacagtact ttgaccatgt gcgc 24 

<210> 1616 

<211> 29 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1616 . 

ggaagtgctc aggattgaag gtgtctggc 2 9 

<210> 1617 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1617 

catacggttg ggcctgtgag age 23 

<210> 1618 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1618 

cattttggta cgatcatcaa gggatggtc 29 



- 1040 - 



<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1619 

aggagccacg ggtcccaaat c 

<210> 1620 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1620 

aggagccacg ggtcccaaat c 

<210> 1621 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1621 

tcccctgttt cttgaaaagt ccatgtgtga 

<210> 1622 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1622 

tcgcgtagtc gggtcccaaa tc 



<210> 1623 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1623 

catcttcgcg gacgggtccc aaatc 25 

<210> 1624 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1624 

gatttgggac ccggtgcgcc 20 

<210> 1625 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1625 

aacgaggcgc accgggtccc aaatc 25 

<210> 1626 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1626 

catcttcgcg gacgggtccc aaatc 25 



- 1042 - 



<210> 1627 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1627 

ggatttggga cccgtccgcg a 21 

<210> 1628 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1628 

ggatttggga cccgtccgcg 2 0 

<210> 1629 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1629 

ggatttggga cccgtccgc 19 

<210> 1630 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1630 

ggatttggga cccgtccg 18 



- 1043 - 



<210> 1631 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1631 

gatttgggac ccggtgcgc 19 

<210> 1632 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1632 

gatttgggac ccggtgcg 18 

<210> 1633 

<211> 17 

<212> DNA . 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1633 

gatttgggac ccggtgc 17 

<210> 1634 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1634 

gatttgggac ccggtgcgcc t 21 



- 1044 - 



<210> 1635 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1635 

gatttgggac ccggtgcgcc tc 

<210> 1636 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1636 

aacgaggcgc accgggtccc aaatc 

<210> 1637 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1637 

tcccctgttt cttgaaaagt ccatgtgtga 

<210> 1638 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1638 

aacgaggcgc accgggtccc aaatc 



<210> 1639 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1639 
gatttgggac ccggtgcg 

<210> 1640 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1640 

aacgaggcgc accgggtccc aaatc 

<210> 1641 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1641 
ggatttggga cccggtgcgc 

<210> 1642 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1642 

aacgaggcgc accgggtccc aaat 



<210> 1643 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1643 
atttgggacc cggtgcgc 

<210> 1644 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1644 

ccgtagagga gcaccaggac g 

<210> 1645 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1645 

aacgaggcgc accgggtccc aaa 

<210> 1646 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1646 
tttgggaccc ggtgcgc 



<210> 1647 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1647 
tccgtagagg agcaccagga 

<210> 1648 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1648 

cagtcacgtc tccgggtccc aaa 

<210> 1649 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1649 
tttgggaccc ggagacg 

<210> 1650 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1650 
tccgtagagg agcaccagga 



<210> 1651 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1651 

ccgtcacgcc tccgggtccc aaa 23 

<210> 1652 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1652 

tttgggaccc ggaggcg 17 

<210> 1653 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1653 

tccgtagagg agcaccagga 2 0 

<210> 1654 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1654 

tccgtagagg agcaccagga 2 0 
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<210> 1655 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1655 

aacgaggcgc accgggtccc a 21 

<210> 1656 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1656 

tgggacccgg tgcgc 15 

<210> 1657 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1657 

ccgtcacgcc tccgggtccc a 21 

<210> 1658 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1658 

tgggacccgg aggcg 15 
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<210> 1659 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1659 

aatccgtaga ggagcaccag g 

<210> 1660 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1660 

aacgaggcgc accgggtccc a 

<210> 1661 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1661 

ttccttgttt cttaaaaatt ccatgtctaa 

<210> 1662 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1662 

atttttcgat actttttata gcactccatc 



<210> 1663 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1663 

tggcgtatct gggttccaag tc 22 

<210> 1664 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1664 

aacgaggcgc acgtcaaatc tccctaa 27 

<210> 1665 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1665 

aacgaggcgc actgggttcc aagtc 25 

<210> 1666 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1666 

ttagggagat ttgacgtgcg cc 22 
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<210> 1667 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1667 
gacttggaac ccagtgcgcc 

<210> 1668 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1668 

aacgacgcgc actgggttcc aagtc 

<210> 1669 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1669 

aacgaggcgc actgggttcc aagtc 

<210> 1670 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1670 
gacttggaac ccagtgcg 



<210> 1671 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1671 

aacgaggcgc actgggttcc aagtcg 26 

<210> 1672 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1672 

cgacttggaa cccagtgcgc 2 0 

<210> 1673 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1673 

aacgaggcgc acaaccatca agttctata 29 

<210> 1674 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1674 

ggaatcgtca ctactgaccc tttgggtata aacac 35 
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<210> 1675 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1675 

tcttttttac agactctctc aagtctatta cc 

<210> 1676 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1676 

tatagaactt gatggttgtg cgc 

<210> 1677 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1677 

aacgaggcgc acaaccatca agttcta 

<210> 1678 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1678 

tatctttttt acagactctc tcaagtctat tacc 



<210> 1679 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1679 

tagaacttga tggttgtgcg c 

<210> 1680 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1680 

cagtcacgtc tcctcggcag ggc 

<210> 1681 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1681 

cacaatatcg taggtaggag gtgccttaa 

<210> 1682 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1682 
gccctgccga ggagacg 



<210> 



1683 



<211> 



22 



<212> 



DNA 



<213> 



Artificial Sequence 



<220> 



<223> Synthetic 

<400> 1683 

cagtcacgtc tcctcggcag gg 22 

<210> 1684 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1684 

ccccatcgat ctcctcctg 19 

<210> 1685 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1685 

ccctgccgag gagacg 16 

<210> 1686 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic . 

<400> 1686 

cagtcacgtc tcctcggcag g 21 
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<210> 1687 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1687 

gccccatcga tctcctcc 18 

<210> 1688 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1688 

cctgccgagg agacg 15 

<210> 1689 

<211> 20 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1689 

cagtcacgtc tcctcggcag 20 

<210> 1690 

<211> 18 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1690 

ggccccatcg atctcctc 18 
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<210> 1691 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1691 

ctgccgagga gacg 14 

<210> 1692 

<211> 21 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1692 

ccgtcacgcc tcctcggcag g 21 

<210> 1693 

<211> 15 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1693 

cctgccgagg aggcg 15 

<210> 1694 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1694 

gccccatcga tctcctcc 18 
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<210> 1695 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1695 

ccgtcacgcc tcctcggcag g 21 

<210> 1696 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1696 

ccgtcacgcc tcggcttgtg tgttc 25 

<210> 1697 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1697 

ccgggatagg ttcagggagg cgtc 24 

<210> 1698 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1698 

ggtttcatgg gggtccct 18 
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<210> 1699 
<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1699 

gaacacacaa gccgaggcg 19 

<210> 1700 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1700 

ccgtcacgcc tcgcctttgt ttgg 24 

<210> 1701 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1701 

ccaaacaaag gcgaggcg 18 

<210> 1702 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1702 

gggcaacatt gacataaagt gtttgcgtac tctc 34 
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<210> 1703 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1703 

gttcgaattc catgtcatc 19 

<210> 1704 

<211> 23 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1704 

ccgtcacgcc tcgcctttgt ttg 23 

<210> 1705 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1705 

caaacaaagg cgaggcg 17 

<210> 1706 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > Synthetic 

<400> 1706 

ggttcgaatt ccatgtcatc 20 
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<210> 1707 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1707 . 

aacgaggcgc acgctcctgg aagatg 

<210> 1708 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1708 

catcttccag gagcgtgcgc c 

<210> 1709 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1709 

cacttgattt tggagggatc tea 

<210> 1710 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<221> modif ied_base 
<222> (13) . . (13) 

<223> The modified nucleotide at 
e 

<400> 1710 
aaaagtggct cctc 

<210> 1711 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (15) . . (15) 

<223> The modified nucleotide at 
e 

<400> 1711 
aaaagaggct ccgctc 

<210> 1712 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied__base 

<222> (15) . . (15) 

<223> The modified nucleotide at 
e 

<400> 1712 
aaaatgtacg ccgctc 



this position is biotinylated thymidin 



14 



this position is biotinylated thymidin 



16 



this position is biotinylated thymidin 
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<210> 1713 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is biotinylated thymidin 
e 

<400> 1713 

aaaagatacg ccacagctc 19 

<210> 1714 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (19) . . (19) 

<223> The modified nucleotide at this position is biotinylated thymidin 
e 

<400> 1714 

aaaaccaacc gtatgaactc 20 

<210> 1715 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<220> 

<221> modif ied_base 
<222> (16) . . (16) 
<400> 1715 

aaaatcatac gccactc 17 
<210> 1716 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1716 

cggaggaagc agttggtgtg cctcgttgcc tt 32 
<210> 1717 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1717 

c 99 a 99 aa 9 c agttggtgcc cctcgttaa 29 
<210> 1718 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1718 

cggaagaagc agttggtgcg cctcgttaa 29 
<210> 1719 
<211> 29 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1719 

cggaagaagc agttggtgcg cctcgttaa 

<210> 1720 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1720 

cggaagaagc agttggtgcg cctcgttaa 

<210> 1721 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1721 

cggaagaagc agttggtgcg cctcgttaa 

<210> 1722 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1722 

cggaagaagc agttggtgcg cctcgttaa 

<210> 1723 

<211> 28 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1723 

cggaagaagc agttggaggc gtgacggt 

<210> 1724 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1724 

cggaagaagc agttggaggc gtgacgga 

<210> 1725 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1725 

cggaagaagc agttggaggc gtgacgga 

<210> 1726 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1726 

cggaagaagc agttggaggc gtgacggt 

<210> 1727 

<211> 28 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1727 

cggaagaagc agttggaggc gtgacggt 28 

<210> 1728 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1728 

cggaagaagc agttggaggc gtgacggt 2 8 

<210> 1729 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1729 

cggaagaagc agttggaggc gtgacgga 2 8 



<210> 


1730 


<211> 


12 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 


1730 



caacgcttcc tc 12 
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<210> 


1731 


<211> 


13 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1731 
caacgcttcc tec 


<210> 


1732 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1732 
caacgcttcc tccg 


<210> 


1733 


<211> 


16 


<212> 


DNA 


<213> 


Artificial Sequence 



13 



14 



<220> 

<223> Synthetic 
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<220> 

<221> misc_f eature 
<222> (4).. (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1733 

caacgcttcc tccguu 16 
<210> 1734 
<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1734 

caacgcttcc tccguuuu 18 

<210> 1735 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1735 

caacgcttcc tccg 14 
<210> 1736 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<221> misc_f eature 
<222> (30) . . (30) 

<223> The residue at this position is attached to a C18 linker. 
<220> 

<221> modif ied_base 

<222> (31) . . (31) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1736 

cgaaattaat acgccttctt gggcatgtac c 

<210> 1737 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc__f eature 

<222> (30) . . (30) 

<223> The residue at this position is linked to a C18 linker. 
<220> 

<221> modif ied_base 

<222> (31) . . (31) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1737 

cgaaattaat acgccttctt gggcatgtac c 

<210> 1738 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 1072 - 



<220> 

<221> modif ied_base 

<222> (23).. (23) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1738 

ctgaagatgt ttcagttctg tgc 23 

<210> 1739 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1739 

gaagatgttt cagttctgtg gc 22 

<210> 1740 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1740 

tcacttccta ccttcttggg catgtaa 27 

<210> 1741 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1741 

tcacttccta ccttcttggg catgtaaaac 30 
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<210> 1742 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (27).. (27) 

<223> The residue at this position is attached to a C18 linker. 
<220> 

<221> modif ied_base 

<222> (28) . . (28) 

<223> "The modified nucleotide at this position is dideoxy cytosine. 

<400> 1742 

tcacttccta ccttcttggg catgtaac 

<210> 1743 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (22).. (22) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1743 

gaagatgttt cagttctgtg gc 
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<210> 1744 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1744 

acttcctact taattccatt caaaatc 

<210> 1745 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (27) . . (27) 

<223> The residue at this position is attached to a C18 linker. 
<220> 

<221> modif ied_base 

<222> (28) . . (28) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1745 

acttcctact taattccatt caaaatcc 

<210> 1746 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<221> modif ied__base 
<222> (24) . . (24) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1746 

gagtttggga ttcttgtaat tatc 

<210> 1747 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1747 

cgtgttctgt ggcgtatctt aattccattc aaaatc 

<210> 1748 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1748 

cgtgttctgt ggcgtatctt aattccattc aaaatc 

<210> 1749 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<220> 

<221> modif ied_base 

<222> (24).. (24) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1749 

gagtttggga ttcttgtaat tatc 24 

<210> 1750 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1750 

cgtgttctgt ggcgtatctt aattccattc aaaatcatct g 41 

<210> 1751 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1751 

cgtgttctgt ggcgtatctt aattccattc aaaatcatct g 41 

<210> 1752 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1752 

cgtgttctgt ggcgtatctt aattccattc aaaatcatc 39 
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<210> 1753 
<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1753 

cgtgttctgt ggcgtatctt aattccattc aaaatcatc 

<210> 1754 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (24) . . (24) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1754 

gagtttggga ttcttgtaat tatc 

<210> 1755 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1755 

ttcctactct tgatcttcat tgtgc 
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<210> 1756 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1756 

ctcaggagga gcaatgatct t 
<210> 1757 
<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1757 
ctcaggagga gcaatgat 

<210> 1758 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (28) . . (28) 

<223> The residue at this position is attached to a C18 linke 
<220> 

<221> modif ied_base 

<222> (29) . . (29) 

<223> The modified nucleotide at this position is dideoxy cyt< 

<400> 1758 

tcacttccta ctctgggtca tcttctcgc 
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<210> 1759 
<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (28) . . (28) 

<223> The residue at this position is attached to a C18 linker. 
<220> 

<221> modif ied_base 
<222> (28) . . (28) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1759 

tcacttccta ctctgggtca tcttctcgc 

<210> 1760 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (24) . . (24) 

<223> The modified nucleotide at this position is dideoxy cytosine. 

<400> 1760 

gtgttgaagg tctcaaacat gate 

<210> 1761 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (26) . . (26) 

<223> The modified nucleotide at this 

<400> 1761 

gggtgttgaa ggtctcaaac atgatc 

<210> 1762 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1762 

cgtgttctgt ggcgtatctg ggtcatcttc teg 

<210> 1763 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1763 

cgtgttctgt ggcgtatctg ggtcatcttc teg 

<210> 1764 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



position is dideoxy cytosine. 

26 



33 
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<220> 

<221> modif ied_base 

<222> (26) . . (26) 

<223> The modified nucleotide at 

<400> 1764 

gggtgttgaa ggtctcaaac atgatc 

<210> 1765 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1765 

ttcatacggt tggtagttga ggtcaatg 

<210> 1766 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1766 

ttcatacggt tggtagttga ggtcaatg 

<210> 1767 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1767 

ggaatcatat tggaacatgt aaaccatc 



this position is dideoxy cytosine. 

26 



28 



28 
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<210> 1768 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1768 

ttcatacggt tggctcctgg aagatg 

<210> 1769 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1769 

ttcatacggt tggctcctgg aagatg 

<210> 1770 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1770 

cacttgattt tggagggatc tea 

<210> 1771 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1771 

ttcatacggt tggtagttga ggtcaatg 



<210> 1772 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1772 

agaatcatac tggaacatgt agaccatc 

<210> 1773 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1773 
tggcgtatca tgtagttga 

<210> 1774 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1774 
tggcgtatca tgtagttga 

<210> 1775 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1775 

ggagtcatac tggaacatgt agacc 



<210> 1776 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1776 

tggcgtatca tgtagttga 19 

<210> 1777 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1777 

agtcatactg gaacatgtag aca 23 

<210> 1778 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1778 

ggagtcatac tggaacatgt agaca 25 

<210> 1779 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1779 

tggcgtatct cttttctcat t 21 



- 1085 - 



<210> 1780 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1780 

tggcgtatct cttttctcat t 21 

<210> 1781 

<211> 26 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1781 

acaatcagaa ttgccattgc acaaca 26 

<210> 1782 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1782 

gaaggcagag gaccgtgagg c 21 

<210> 1783 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1783 

gaaggcagag gaccgtgagg c 21 
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<210> 1784 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1784 

aagacatctg gtgttgtagt ga 

<210> 1785 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1785 

tggcgtatct ccccagagaa age 

<210> 1786 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > Synthetic 

<400> 1786 

tggegtatet ccccagagaa age 

<210> 1787 

<211> 25 . 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1787 

cactgagccg atgaagegat ggtaa 



<210> 1788 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1788 

tggcgtatct agggctccaa gag 23 

<210> 1789 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1789 

tggcgtatct agggctccaa gag 23 

<210> 1790 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1790 

gtgttcaggt tttggaggcg gataa 25 

<210> 1791 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1791 

tggcgtatct agggctccaa g 21 
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<210> 


1792 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1792 

tggcgtatct agggctccaa g 


<210> 


1793 


<211> 


25 


<212> 


DMA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1793 

gtgttcaggt tttggaggcg gataa 


<210> 


1794 


<211> 


11 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 


1794 



21 



25 



attctctcag a H 
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<210> 


1795 


<211> 


12 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1795 
attctctcag ac 


<210> 


1796 


<211> 


13 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 1796 
attctctcag act 


<210> 


1797 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 



12 



13 



<220> 

<223> Synthetic 
<400> 1797 

cagtctgaga tgaatgatac gccagg 26 

- 1090 - 



<210> 1798 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1798 

cttggagccc tagata 16 

<210> 1799 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1799 

cttggagccc tagat 15 

<210> 1800 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1800 

cttggagccc taga 14 

<210> 1801 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1801 

ctggcgtatc tagggctcca 20 
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<210> 1802 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1802 

cctggcgtat ctagggctcc a 

<210> 1803 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1803 

gtgttcaggt tttggaggcg gataa 

<210> 1804 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1804 

cagtctgaga tgaatgatac gccagg 

<210> 1805 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1805 
cttggagccc tagat 



<210> 1806 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1806 

ctctctcgtc tctagggctc ca 

<210> 1807 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1807 

ctctctcgtc tctagggctc ca 

<210> 1808 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1808 

gtgttcaggt tttggaggcg gataa 

<210> 1809 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1809 

cagtctgaga tgaatgagac gagagagt 



<210> 1810 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1810 

cttggagccc tagag 15 

<210> 1811 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1811 

tggcgtatct agggctcca 19 

<210> 1812 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1812 

tggcgtatct agggctcca 19 

<210> 1813 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1813 

gtgttcaggt tttggaggcg gataa 25 
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<210> 1814 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1814 

tggcgtatct ccccagagaa a 

<210> 1815 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1815 
tggcgtatct ccccagaga 

<210> 1816 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1816 

cactgagccg atgaagcgat ggtaa 

<210> 1817 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1817 
tggcgtatct atagggctc 



<210> 1818 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1818 

gtgtgttcag gttttggagg cggaa 25 

<210> 1819 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1819 

ctctctcgtc tcttcaggtt ttg 23 

<210> 1820 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1820 

ggcagctctc aggtcaggtg tga 23 

<210> 1821 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1821 

aggcagctct caggtcaggt gtga 24 
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<210> 1822 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1822 

cagtctgaga tgaatgagac gagagagt 2 8 

<210> 1823 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 1823 

attctctcag ac 12 

<210> 1824 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1824 

caaaacctga agaga 15 
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<210> 1825 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1825 

caaaacctga agagac 16 

<210> 1826 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1826 

caaaacctga agagacg 17 

<210> 1827 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1827 

ctctctcgtc tcttcaggtt ttg 23 

<210> 1828 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1828 

ctctctcgtc tcttcaggtt ttg 23 
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<210> 1829 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1829 

ggcagctctc aggtcaggtg tga 

<210> 1830 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1830 
gaggcggata tagggct 

<210> 1831 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1831 

ctctctcgtc ttctaaggac tta 

<210> 1832 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1832 

ctctctcgtc ttctaaggac ttac 



<210> 1833 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1833 

gaaacaggag tgcaaggacc agaca 

<210> 1834 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1834 
tcacgtctct tcaggttttg 

<210> 1835 

<211> 21 

<212> ■ DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1835 

gtcacgtctc ttcaggtttt g 
<210> 1836 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1836 

agtcacgtct cttcaggttt tg 







<210> 


1837 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1837 

cagtcacgtc tcttcaggtt ttg 


<210> 


1838 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 1838 

aggcagctct caggtcaggt gtga 


<210> 


1839 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 


1839 



23 



24 



caacgcttcc tccg 14 
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<210> 1840 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1840 

cggaggaagc agttggagac gtgactgtgg 30 

<210> 1841 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1841 

cggaagaagc agttggagac gtgactgtgg 3 0 

<210> 1842 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1842 

cggacgaagc agttggagac gtgactgtgg 3 0 

<210> 1843 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 1102 - 



<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position 
dye 

<400> 1843 
caacgcttcc tccg 

<210> 1844 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1844 

cggaagaagc agttggtgcg cctcgttaa 

<210> 1845 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> The residue at this position 
dye 

<400> 1845 
caacgcttcc tccg 

<210> 1846 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



is linked to a spacer bearing a Cy3 



14 



29 



is linked to a spacer bearing a Cy3 



- 1103 - 



<223> Synthetic 

<400> 1846 

cggaagaagc agttggaggc gtgacggt 

<210> 1847 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1847 

aacgaggcgc acgatgtcca tcga 

<210> 1848 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1848 

ttcttggtgt tcttttactt tctc 

<210> 1849 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1849 

gcaatcaata aagtcccgag ggttgttc 

<210> 1850 

<211> 18 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1850 
tcgatggaca tcgtgcgc 

<210> 1851 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1851 

ccgtcacgcc tctcacccat ct 

<210> 1852 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1852 
ctggtcgccg cacct 

<210> 1853 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1853 

tgtagggcat gtgagcctgg a 



<210> 1854 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1854 
agatgggaga gaggcg 

<210> 1855 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1855 

ccgtcacgcc tcgaagccct gt 

<210> 1856 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1856 

acttcgatgt cacgggatgt catatgg 

<210> 1857 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1857 

gagtgtcgtt cccttaggga tgcgc 



<210> 1858 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1858 
acagggcttc gaggcg 

<210> 1859 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1859 

ccgtcacgcc tccctgctga gaaag 

<210> 1860 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1860 
gcaggaaggc ctccg 

<210> 1861 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1861 
cccgaggcat gcacggcgga 



<210> 1862 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1862 
ctttctcagc agggaggcg 

<210> 1863 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1863 

ccgtcacgcc tccctgctga gaaa 

<210> 1864 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1864 

ccgtcacgcc tccctgctga gaaa 

<210> 1865 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1865 

ccgtcacgcc tccctgctga gaaa 



<210> 1866 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1866 
cccgaggcat gcacggcgga 

<210> 1867 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1867 
ggcaggaagg cctcc 

<210> 1868 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1868 
tttctcagca gggaggcg 

<210> 1869 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1869 

ccgtcacgcc tccctgctga ga 



<210> 



1870 



<211> 



17 



<212> 



DNA 



<213> 



Artificial Sequence 



<220> 



<223> 



Synthetic 



<400> 1870 
aaggcaggaa ggcctcc 



17 



<210> 1871 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1871 

tctcagcagg gaggcg 16 

<210> 1872 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1872 

ccgtcacgcc tccctgctga gaa 23 

<210> 1873 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1873 

aggcaggaag gcctgg 16 



- 1110 - 



<210> 1874 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1874 
ttctcagcag ggaggcg 

<210> 1875 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1875 

ccgtcacgcc tccctgctga gaaag 

<210> 1876 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1876 
gcaggaaggc ctccg 

<210> 1877 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1877 
ctttctcagc agggaggcg 



<210> 1878. 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1878 

aacgaggcgc accaccatat ccc 23 

<210> 1879 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1879 

ccagcggttt ccattggcaa agatcaa 27 

<210> 1880 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1880 

cggaagaatg ggtcgaccat g 21 

<210> 1881 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1881 

gggatatggt ggtgcgc 17 



- 1112 - 



<210> 1882 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1882 

ccgtcacgcc tccaccatat ccc 23 

<210> 1883 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1883 

ccgtcacgcc tccaccatat ccc 23 

<210> 1884 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1884 

ccgtcacgcc tccaccatat ccc 23 

<210> 1885 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1885 

gggatatggt ggaggcg 17 



- 1113 - 



<210> 1886 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1886 

aacgaggcgc accagagctg atgag 

<210> 1887 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1887 

gagaagagct caaacagctg gccgaataa 

<210> 1888 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1888 

tgaaaaagtc tggtagaaca agttcagc 

<210> 1889 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1889 
ctcatcagct ctggtgcgc 



<210> 1890 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1890 

ccgtcacgcc tccagagctg atgag 

<210> 1891 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1891 
ctcatcagct ctggaggcg 

<210> 1892 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1892 

aacgaggcgc acccttggat ttc 

<210> 1893 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1893 

ctgttcaatc tccctgtaga ctctcta 



<210> 1894 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1394 
cgaagctcct ctatcag 

<210> 1895 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1895 
gaaatccaag ggtgcgc 

<210> 1896 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1896 

ccgtcacgcc tcccttggat ttc 

<210> 1897 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1897 
gaaatccaag ggaggcg 



<210> 1898 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 189-8 
aacgaggcgc actgagggcc 

<210> 1899 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1899 

ggaagaggaa ggtggggtcc aa 

<210> 1900 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1900 
cccttggatt tccgaag 

<210> 1901 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1901 
ggccctcagt gcgc 



<210> 1902 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1902 

ccgtcacgcc tctgagggcc 20 

<210> 1903 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1903 

ggccctcaga ggcg 14 

<210> 1904 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1904 

aacgaggcgc acaatacaga gctg 24 

<210> 1905 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1905 

gagaagagct caaacagctg gccgc 25 
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<210> 1906 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1906 

atgagtgaaa aagtctggta gaac 24 

<210> 1907 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1907 

cagctctgta ttgtgcgc 18 

<210> 1908 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1908 

ccgtcacgcc tcaatacaga gctg 24 

<210> 1909 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1909 

cagctctgta ttgaggcg 18 
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<210> 1910 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1910 

aacgaggcgc acggttgagg ttctg 

<210> 1911 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1911 

cagcaaagaa gagcgagagc gtgttgac 

<210> 1912 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1912 
gtggctgaat tcactgtg 

<210> 1913 

<211> 19 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1913 
cagaacctca accgtgcgc 



<210> 



1914 



<211> 



25 



<212> 



DNA 



<213> 



Artificial Sequence 



<220> 



<223> 



Synthetic 



<400> 1914 

ccgtcacgcc tcggttgagg ttctg 



25 



<210> 1915 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1915 

cagaacctca accgaggcg 19 

<210> 1916 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1916 

ccgtcacgcc tccaccatat ccccg 25 

<210> 1917 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1917 

ccgtcacgcc tccaccatat ccc 23 
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<210> 1918 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1918 
cggaagaatg ggtcgac 

<210> 1919 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1919 

cggaagaatg ggtcgaccat g 

<210> 1920 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1920 
gggatatggt ggaggcg 

<210> 1921 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1921 

ccagcggttt ccattggcaa agatcaa 



<210> 1922 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1922 
cggggatatg gtggaggcg 

<210> 1923 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1923 

ccgtcacgcc tccagagctg atgag 

<210> 1924 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1924 

gagaagagct caaacagctg gccgaataa 

<210> 1925 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1925 

tgaaaaagtc tggtagaaca agttcagc 



<210> 1926 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1926 
ctcatcagct ctggaggcg 

<210> 1927 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1927 

ccgtcacgcc tcagatgact gcc 

<210> 1928 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1928 

ggagaaggtc ggaaaatctc tgaatctcat 

<210> 1929 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1929 

tctgtgtatg gcattttggc tcgg 



<210> 1930 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1930 
ggcagtcatc tgaggcg 

<210> 1931 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1931 

ccgtcacgcc tccatcctta atatctat 
<210> 1932 
<211> ' 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1932 

gagagattgg ttaaggattt gctgaa 
<210> 1933 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic 
<400> 1933 

ctgtaggata tttccaatca ctggg 



<210> 1934 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1934 

atagatatta aggatggagg eg 

<210> 1935 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1935 

aacgaggege accgttccag gc 

<210> 1936 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1936 

catatccatg cagcaccacc atga 

<210> 1937 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1937 

caaaatacag agtgaacaca gggee 



<210> 1938 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1938 
gcctggaacg gtgcgc 

<210> 1939 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1939 

aacgaggcgc accgttccag g 

<210> 1940 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1940 

catatccatg cagcaccacc atga 

<210> 1941 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1941 

ccaaaataca gagtgaacac agggcc 



<210> 1942 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1942 
cctggaacgg tgcgc 

<210> 1943 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1943 

aacgaggcgc accgttccag gc 
<210> 1944 
<211> 1 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1944 

aacgaggcgc accgttccag gc 
<210> 1945 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 1945 

aacgaggcgc accgttccag gc 



<210> 1946 
<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1946 

caaaatacag agtgaacaca gggcc 

<210> 1947 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1947 
gcctggaacg gtgcgc 

<210> 1948 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1948 

ccgtcacgcc tcagattgac tatgctg 

<210> 1949 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1949 

cagtaacctc cccaaactca ttgcttc 



<210> 1950 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1950 
agcagctctt ggtcatcgt 

<210> 1951 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1951 

cagcatagtc aatctgaggc g 

<210> 1952 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1952 

aacgaggcgc actgacattc tccac 

<210> 1953 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1953 

gtccacagca ttccctgagg a 



<210> 1954 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1954 
aaagtccttg ctgctcttc 

<210> 1955 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1955 
gtggagaatg tcagtgcgc 

<210> 1956 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1956 

aacgaggcgc actggcttga caca 

<210> 1957 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1957 

gtcaatgtcc ttgggagcca aaa 



<210> 1958 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1958 

gagaagttct ggaggatggt gg 

<210> 1959 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1959 
tgtgtcaagc cagtgcgc 

<210> 1960 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1960 

aacgaggcgc actggcttga cacag 

<210> 1961 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1961 

agaagttctg gaggatggtg g 



<210> -1962 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1962 
ctgtgtcaag ccagtgcgc 

<210> 1963 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1963 

aacgaggcgc acgaggaaca attcattt 

<210> 1964 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1964 

gttctggagg atggtggtga agaac 

<210> 1965 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1965 
cgggcaatgc cttcg 



<210> 1966 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1966 

aaatgaattg ttcctcgtgc gc 

<210> 1967 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1967 

aacgaggcgc acgaggaaca attcatttc 

<210> 1968 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1968 
gggcaatgcc ttcg 

<210> 1969 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1969 

gaaatgaatt gttcctcgtg cgc 



<210> 1970 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1970 

aacgaggcgc acagctgaga agcag 2 5 

<210> 1971 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1971 

gcctcagccg gatcaccgc 19 

<210> 1972 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1972 

gcctcagccc gatcaccgc 19 

<210> 1973 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1973 

atctggtacg ttggaggtat t 21 
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<210> 1974 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1974 

atctggtatg ttggaggtat t 

<210> 1975 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1975 
ctgcttctca gctctgcgc 

<210> 1976 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1976 

ccgtcacgcc tcgtcgaaac gtttgtt 

<210> 1977 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1977 

cctcagacac ttcttgtcat tgtac 



<210> 1978 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1978 

gaagaggata tccgcaatga cattgc 

<210> 1979 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1979 

aacaaacgtt tcgacgaggc g 

<210> 1980 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1980 

ccgtcacgcc tcgtcgaaac gtttgttgaa g 

<210> 1981 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1981 

cttcaacaaa cgtttcgacg aggcg 



<210> 1982 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1982 

ccgtcacgcc tcctccatct ctatg 

<210> 1983 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1983 

gttcttggct gtgtttttcc tta 

<210> 1984 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1984 
aggagacagt cagtcacatc 

<210> 1985 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1985 
catagagatg gaggaggcg 



<210> 1986 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1986 

ccgtcacgcc tcctccatct ctatgag 

<210> 1987 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1987 

ctcatagaga tggaggaggc g 

<210> 1988 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1988 

ccgtcacgcc tcctcttcaa tttctg 

<210> 1989 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1989 

ccctgtcaat ttcttcatga agttta 



<210> 1990 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1990 

ggtatttcat gaggatcagg age 23 

<210> 1991 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1991 

ccagaaattg aagaggaggc g 21 

<210> 1992 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1992 

ccgtcacgcc tcctcttcaa tttctg 26 

<210> 1993 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1993 

ccgtcacgcc tcctcttcaa tttctg 26 
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<210> 1994 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1994 

ccgtcacgcc tcctcttcaa tttctgg 

<210> 1995 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1995 
cagaaattga agaggaggcg 

<210> 1996 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1996 

ccgtcacgcc tcctcttcaa tttct 

<210> 1997 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1997 

ccctgtcaat ttcttcatga agttta 



<210> 1998 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1998 

gggtatttca tgaggatcag gag 2 3 

<210> 1999 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1999 

agaaattgaa gaggaggcg 19 

<210> 2000 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2000 

ccgtcacgcc tcgttcctgg gt 22 

<210> 2001 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2001 

gagcaaacct catgccaatg cac 23 
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<210> 2002 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2002 

gagcaaacct catgtcaatg cac 23 

<210> 2003 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2003 

gagcaaacct catgccaata cac 23 

<210> 2004 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2004 

ccatttccaa agggcag 17 

<210> 2005 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2005 

ccattcccaa gggcag 16 
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<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ■ Synthetic 

<400> 2006 
acccaggaac gaggcg 

<210> 2007 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2007 

ccgtcacgcc tcgttcctgg gtc 

<210> 2008 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2008 
gacccaggaa cgaggcg 

<210> 2009 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2009 

ccgtcacgcc tctgagagca aacct 



<210> 2010 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2010 
agagcgagtt tcatattcaa 

<210> 2011 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2011 
agagcaactt tcatgttcaa 

<210> 2012 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2012 
acagcaagtt tcatgctgaa 

<210> 2013 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2013 
catgccaatg cagttcctg 



<210> 2014 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2014 
catgtcaatg cagttcctg 

<210> 2015 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2015 
catgccaata cagttcctg 

<210> 2016 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2016 
aggtttgctc tccgaggcg 

<210> 2017 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2017 

ccgtcacgcc tctgagagca aacctca 



<210> 2018 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2018 

tgaggtttgc tctcagaggc g 21 

<210> 2019 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2019 

ccgtcacgcc tcggaacatc tcct 24 

<210> 2020 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2020 

tgtctccata ctgttcaatg atggc 25 

<210> 2021 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2021 

tatctgtata ctggttaatg atggc 25 



- 1147 - 



<210> 2022 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2022 

tatctccata ctgtctcatg agggc 25 

<210> 2023 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2023 

tgagtcttcc actggtg 17 

<210> 2024 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2024 

tgagcttccc actggtg 17 

<210> 2025 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2025 

tgagtttgcc actggtg 17 



- 1148 - 



<210> 2026 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2026 

ccgtcacgcc tcggaacatc tccttga 

<210> 2027 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2027 

tcaaggagat gttccgaggc g 

<210> 2028 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2028 

ccgtcacgcc tcgttcctgg g 

<210> 2029 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2029 

gagcaaacct catgccaatg cac 



<210> 2030 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2030 

gagcaaacct catgtcaatg cac 23 

<210> 2031 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2031 

gagcaaacct catgccaata cac 23 

<210> 2032 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2032 

tccatttcca aagggcag 18 

<210> 2033 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2033 

tccattccca aagggcag 18 



- 1150 - 



<210> 2034 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2034 
cccaggaacg aggcg 

<210> 2035 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2035 

ccgtcacgcc tcctgtctgt gat 

<210> 2036 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2036 

ccgtcacgcc tcctgtctgt gat 

<210> 2037 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2037 

ccgtcacgcc tcctgtctgt gat 



<210> 2038 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2038 

tcctgacaat gctcaatgag ga 22 

<210> 2039 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2039 

tcctgacagt gctcaatcag ga 22 

<210> 2040 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2040 

gtcccggacg tggccc 16 

<210> 2041 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2041 

acatcacaga caggaggcg 19 



- 1152 - 



<210> 2042 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2042 

ccgtcacgcc tcctgtctgt gatg 

<210> 2043 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2043 
tcccggatgt ggccct 

<210> 2044 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2044 
catcacagac aggaggcg 

<210> 2045 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2045 

ccgtcacgcc tcctgtctgt gatgt 



24 



16 



18 



25 



- 1153 - 



<210> 2046 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2046 

gtcccggatg tggccc 16 

<210> 2047 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2047 

atcacagaca ggaggcg 17 

<210> 2048 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2048 

ccgtcacgcc tctggccctt c 21 

<210> 2049 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2049 

ctgtctgtga tgtcccggat ga 22 



- 1154 - 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2050 
tcaaatgtcc tgtagtgctc 

<210> 2051 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2051 
tcaaaggttt tgtagtgctc 

<210> 2052 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2052 
gaagggccag aggcg 

<210> 2053 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2053 

ccgtcacgcc tctggccctt etc 



<210> 2054 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2054 

gagaagggcc agaggcg 17 

<210> 2055 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2055 

ccgtcacgcc tcctgtctgt gatgt 25 

<210> 2056 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2056 

tcctgacaat gctcaatgag ga 22 

<210> 2057 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2057 

tcctgacagt gctcaatcag ga 22 



- 1156 - 



<210> 2058 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2058 

cccggatgtg gccct 15 

<210> 2059 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2059 

acatcacaga caggaggcg 19 

<210> 2060 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2060 

aacgaggcgc acggactgtt ttctgc 26 

<210> 2061 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2061 

aacgaggcgc acggactgtt ttctgc 26 



- 1157 - 



<210> 2062 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2062 

aacgaggcgc acggactgtt ttctgc 

<210> 2063 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2063 

cttgttgaag tcttgatagt gttcctc 

<210> 2064 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2064 

cttgtcaaag tcctgatagt gctcctc 

<210> 2065 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2065 
gcagaaaaca gtccgtgcgc 



<210> 2066 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2066 

aacgaggcgc acgatgtcca teg 

<210> 2067 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2067 

gcaatcaata aagtcccgag ggttgttc 

<210> 2068 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2068 

attcttggtg ttcttttact ttctc 

<210> 2069 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2069 
cgatggacat cgtgcgc 



23 



28 



25 



17 



- 1159 - 



<210> 2070 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2070 

aacgaggcgc accaaactca ctcatggct 2 9 

<210> 2071 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2071 

agccatgagt gagtttggtg eg 22 

<210> 2072 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2072 

aacgaggcgc accaaactca ctcatggc 28 

<210> 2073 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2073 

gecatgagtg agtttggtgc g 21 



- 1160 - 



<210> 2074 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

*<223> Synthetic 

<400> 2074 

gccatgagtg agtttgg 17 

<210> 2075 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2075 

gccatgagtg agtttggtg 19 

<210> 2076 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2076 

gccatgagtg agtttggtgc g 21 

<210> 2077 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2077 

gccatgagtg agtttggtgc gcc 23 



- 1161 - 



<210> 2078 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2078 

aacgaggcgc accaaactca ctcatgg 27 

<210> 2079 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2079 

ctttgtacat gccttctctt ggagc 25 

<210> 2080 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2080 

ccatgagtga gtttggtgcg 2 0 

<210> 2081 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2081 

aacgaggcgc accaaactca ctcatg 26 



- 1162 - 



<210> 2082 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2082 

gctttgtaca tgccttctct tggag 

<210> 2083 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2083 
catgagtgag tttggtgcg 

<210> 2084 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2084 

aacgaggcgc accaaactca ctcat 

<210> 2085 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2085 

ggctttgtac atgccttctc ttgga 



25 



19 



25 



25 



- 1163 - 



<210> 2086 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2086 

ggctttgtag atgcctttct cttgga 

<210> 2087 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2087 
atgagtgagt ttggtgcg 

<210> 2088 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2088 

ccgtcacgcc tccaaactca ctcat 

<210> 2089 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2089 
atgagtgagt ttggaggc 



26 



18 



25 



18 



- 1164 - 



<210> 2090 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2090 

taggcttcta tgtagttgat gaagatgta 2 9 

<210> 2091 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2091 

gtcatgtagg cttctatgta gttgatgaag atgta 35 

<210> 2092 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2092 

aacgaggcgc actctcctgt gacctcg 27 

<210> 2093 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2093 

cgaggtcaca ggagagtgcg 20 



- 1165 - 



<210> 2094 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2094 

aacgaggcgc actctcctgt gacct 

<210> 2095 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2095 
aggtcacagg agagtgcg 

<210> 2096 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2096 

cagtcacgtc tctctcctgt gacct 

<210> 2097 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2097 
aggtcacagg agagagacg 



25 



18 



25 



19 



- 1166 - 



<210> 2098 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2098 
aggtcacagg agagagac 

<210> 2099 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2099 

aaccagtcgt acgtctcctg tgacct 

<210> 2100 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2100 
aggtcacagg agacgtac 

<210> 2101 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2101 

ccagtcgtac gtctcctgtg acct 



18 



26 



18 



24 



- 1167 - 



<210> 2102 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2102 

aggtcacagg agagtgcg 18 

<210> 2103 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2103 

aaccacccgc actctcctgt gacct 25 

<210> 2104 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2104 

aacgaggcgc actctcctgt gacc 24 

<210> 2105 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2105 

ggtcacagga gagtgcg 17 



- 1168 - 



<210> 2106 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2106 

aacgaggcgc actctcctgt ga 

<210> 2107 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2107 

cctcggttca aaatgccgat gatctctc 

<210> 2108 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2108 
tcacaggaga gtgcgc 

<210> 2109 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2109 

atccatctcc gtgcatggcg tcccta 



<210> 2110 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2110 

atccatctcc gtgaatggcg tcccta 26 

<210> 2111 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2111 

aacgaggcgc accccttctc ctgtgac 27 

<210> 2112 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2112 

gtcacaggag aaggggtgcg 2 0 

<210> 2113 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2113 

aacgaggcgc accccttctc ctgt 24 



- 1170 - 



<210> 2114 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2114 
acaggagaag gggtgcg 

<210> 2115 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2115 

ggcacatcca tctccgtgca tggcgta 

<210> 2116 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2116 

ccgtcacgcc tcctcctgtg acctcgt 

<210> 2117 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2117 
acgaggtcac aggaggaggc 



<210> 2118 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2118 

ccgtcacgcc tcctcctgtg acctc 

<210> 2119 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2119 
gaggtcacag gaggaggc 

<210> 2120 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2120 

ccgtcacgcc tcctcctgtg acc 

<210> 2121 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2121 

tcggttcaaa atgccgatga tctctctca 



<210> 2122 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2122 
ggtcacagga ggaggcg 

<210> 2123 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2123 

ccgtcacgcc tcctcctgtg ac 

<210> 2124 

<21i> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2124 

ctcggttcaa aatgccgatg atctctctca 

<210> 2125 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2125 
gtcacaggag gaggcg 



<210> 2126 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2126 

acatccatct ccgtgcatgg cgtccctta 29 

<210> 2127 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2127 

cagtcacgtc tctcccttct cct 23 

<210> 2128 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2128 

aggagaaggg agagacg 17 

<210> 2129 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2129 

gcacatccat ctccgtgcat ggcga 25 



- 1174 - 



<210> 2130 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2130 

ccgccgagat cactcctgtg acc 23 

<210> 2131 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2131 

ggtcacagga gtgatc 16 

<210> 2132 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2132 

ccgtcacgcc tctcctgtga cc 22 

<210> 2133 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2133 

ccgtgcatgg cgtcccttca 20 



- 1175 - 



<210> 2134 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2134 

ggtcacagga gaggcg 16 

<210> 2135 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2135 

ccgtcacgcc tccctgtgac c 21 

<210> 2136 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2136 

cgtgcatggc gtcccttcta 20 

<210> 2137 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2137 

ggtcacaggg aggcg 15 



- 1176 - 



<210> 2138 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2138 

cagtcacgtc tcttagttta caacagttac tct 33 

<210> 2139 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2139 

agagtaactg ttgtaaaact aaagagacg 29 

<210> 2140 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2140 

gcactcaaat gtgttgtcag agccca 2 6 

<210> 2141 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2141 

cagtcacgtc tctccttttg ccagttcc 28 



- 1177 - 



<210> 2142 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2142 

ggaactggca aaaggagaga eg 22 

<210> 2143 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2143 

cagtcacgtc tctccttttg ccagttc 27 

<210> 2144 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2144 

gaactggcaa aaggagagac g 21 

<210> 2145 

<211> 26 

<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2145 

cagtcacgtc tctccttttg ccagtt 26 



- 1178 - 



<210> 2146 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2146 

aactggcaaa aggagagacg 20 

<210> 2147 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2147 

gctctgcagg attttcatgt caccaa 26 

<210> 2148 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2148 

ccgccggaga tcactctgac tgcctg 26 

<210> 2149 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2149 

caggcagtca gagtgatctc gg 22 
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<210> 2150 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2150 

ccgccggaga tcactctgac tgcct 25 

<210> 2151 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2151 

aggcagtcag agtgatctcg g 21 

<210> 2152 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2152 

cttgtcactc ggggttcgag aagatgaa 28 

<210> 2153 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2153 

gccgtcacgc ctctcatctg tttagggcc 29 



- 1180 - 



<210> 2154 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2154 

ggccctaaac agatgagagg cgt 

<210> 2155 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2155 

ggccctaaac agatgagagg cgtga 

<210> 2156 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2156 

caggtcctgg aaggagcact a 

<210> 2157 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2157 

gccgtcacgc ctctctcctc attgaatcct 



<210> 2158 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2158 

aggattcaat gaggagagag gcgtga 

<210> 2159 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2159 

aggattcaat gaggagagag gcgt 

<210> 2160 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2160 

ccgtcacgcc tctctcctca ttgaatcct 

<210> 2161 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2161 

aggattcaat gaggagagag gcg 



<210> 2162 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2162 

gccgtcacgc ctctctcctc attgaatcc 

<210> 2163 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2163 

ggattcaatg aggagagagg cgtga 

<210> 2164 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2164 

ggattcaatg aggagagagg cgt 

<210> 2165 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2165 

ccgtcacgcc tctctcctca ttgaatcc 



<210> 2166 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2166 

ggattcaatg aggagagagg eg 22 

<210> 2167 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2167 

ccgtcacgcc tctctcctca ttgaatc 27 

<210> 2168 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2168 

gattcaatga ggagagaggc g 21 

<210> 2169 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2169 

ccgccgagat cactctcctc attgaatc 28 



- 1184 - 



<210> 2170 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2170 

gattcaatga ggagagtgat etc 

<210> 2171 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2171 

ccaaaagtcc agtgatgatt ttcaccaggc aaga 

<210> 2172 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2172 

eggaggaage agttggtgcg cctcgttaa 

<210> 2173 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 2173 

caacgcttcc tccg 14 

<210> 2174 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2174 

ccaggaagca agtggtgcgc ctcgttt 27 

<210> 2175 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 2175 

cactgcttcg tgg 13 

<210> 2176 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 1186 - 



<400> 2176 

cggaagaagc agttggaggc gtgacggt 28 

<210> 2177 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 2177 

caacgcttcc tccg 14 
<210> 2178 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2178 

cggaagaagc agttggaggc gtgacggc 28 
<210> 2179 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3 > Synthetic 
<220> 

<221> misc_f eature 
<222> (4).. (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 

dye 

- 1187 - 



<400> 2179 

caacgcttcc tccg 14 

<210> 2180 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2180 

ccaggaagca agtggaggcg tgacggu 27 

<210> 2181 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

< 2 2 1 > mis c_f e a t ur e 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 2181 

cactgcttcg tgg 13 

<210> 2182 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2182 

cggaggaagc agttggtgat ctcggcgg 2 8 



- 1188 - 



<210> 


2183 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 2183 
caacgcttcc tccg 


<210> 


2184 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 2184 

cggaagaagc agttggtgat ctcgc 


<210> 


2185 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 


2185 



14 



28 



caacgcttcc tccg 14 
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<210> 2186 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2186 

gctactgaga tgaaggagac gtgactgta 29 



<210> 


2187 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 2187 
cttctctcag tagc 


<210> 


2188 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


2188 



14 



ccgaggaagc ggttgcgtac gactggttaa 3 0 



- 1190 - 



<210> 2189 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 2189 

caacgcttcc tccg 14 

<210> 2190 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2190 

cggaggaagc ggttggtgcg ggtggttgg 2 9 

<210> 2191 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> mi sc_f eature 

<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 2191 

caacgcttcc tccg 14 

- 1191 - 



<210> 


2192 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 






<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 2192 
caacgcttcc tccg 


<210> 


2193 


<211> 


12 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 2193 
attctctcag ac 


<210> 


2194 


<211> 


14 


<212> 


DNA 



14 



12 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> mi sc__f eature 

<222> (4) . . (4) 

<223> The residue at this position 
dye 

<400> 2194 
taacgcttcc tccg 

<210> 2195 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is 

<400> 2195 
caatgcttcc tccg 

<210> 2196 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> mi sc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is 



is linked to a spacer bearing a Cy3 

14 



linked to a Dabcyl quencher. 

14 



linked to a Z21 quenching group. 
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<400> 2196 

ctcttctcag tgcg 14 

<210> 2197 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z21 quenching group. 

<400> 2197 

cactgcttcg tgg 13 

<210> 2198 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> mi sc_f eature 

<222> (3) . . (3) 

<223> The residue at this position is linked to a Z28 quenching group. 

<400> 2198 

cactgcttcg tgg 13 

<210> 2199 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

- 1194 - 



<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position 
dye 

<400> 2199 
cttctctcag ac 

<210> 2200 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2200 

cggaggaagc agttggaggc gtgacggt 

<210> 2201 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2201 

cggaggaagc agttgtggcg gtgacggtt 

<210> 2202 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2202 

cagtctgaga tgaatgagac gagagagt 



is linked to a spacer bearing a Cy3 

12 



28 



29 
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<210> 2203 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2203 

cggaggaagc ggttagtctg tcacgtcat 

<210> 2204 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2204 

cggaggaagc ggttagtctg ccacgtcat 

<210> 2205 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2205 

cggaagaagc agttggtgcg cctcgttaa 

<210> 2206 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2206 

cggaggaagc agttggtgcg cctcgttaa 



<210> 2207 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2207 

cggaggaagc agttgcggcg tgcggct 27 

<210> 2208 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2208 

gcgcagtgag aatgaggagg cgtgacggu 29 

<210> 2209 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2209 

ccaggaagca agtggtgcgc ctcguuu 27 

<210> 2210 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2210 

cagtctgaga tgaatgatac gccagg 26 



- 1197 - 



<210> 2211 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2211 

agtctgagat gaaggagacg tgactgtgg 

<210> 2212 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2212 

cggaggaagc ggttggtgat ctcggcg 

<210> 2213 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2213 

tctgtggcgt atccttcttg ggcatgtaa 

<210> 2214 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2214 

gtggcgtatc cttcttgggc atgtaa 



<210> 2215 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2215 

gcgtatcctt cttgggcatg taa 23 

<210> 2216 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (22) . . (22) 

<223> The modified nucleotide at this position is a dideoxy cytosine. 

<400> 2216 

gaagatgttt cagttctgtg gc 22 

<210> 2217 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (23) . . (23) 

<223> The modified nucleotide at this position is biotinylated deoxyade 
nosine 

<400> 2217 

aaaagatacg ccacagaaca cgatt 25 



- 1199 - 



<210> 2218 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2218 

tggcgtatct taattccatt caaaat 26 

<210> 2219 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2219 

tgggagtttg ggattcttgt aattaa 26 

<210> 2220 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is biotinylated deoxythy 
midine 

<400> 2220 

aaaagatacg ccacagctc 19 



- 1200 - 



<210> 2221 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2221 

tggcgtatct aattattaat tccattc 27 

<210> 2222 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2222 

atcctggtga gtttgggatt cttga 25 

<210> 2223 

<211> 19 . 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is biotinylated deoxythy 
midine 

<400> 2223 

aaaagatacg ccacagctc 19 



- 1201 - 



1 



<210> 2224 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2224 

tggcgtatct tccattcaaa atcatc 

<210> 2225 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2225 

gtttgggatt cttgtaatta ttaaa 

<210> 2226 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at 
midine 

<400> 2226 
aaaagatacg ccacagctc 



25 



this position is biotinylated deoxythy 
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<210> 2227 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2227 

gtggcgtatc cttcttgggc at 22 

<210> 2228 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2228 

gaagatgttt cagttctgtg gc 22 

<210> 2229 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is biotinylated deoxythy 
midine 

<400> 2229 

aaaagatacg ccacagctc 19 



- 1203 - 



<210> 


2230 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 2230 

tggcgtatct ctgggtcatc ttc 


<210> 


2231 


<211> 


25 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 2231 

gggtgttgaa ggtctcaaac atgaa 


<210> 


2232 


<211> 


19 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


modif ied_base 


<222> 


(18) . . (18) 


<223> 


The modified nucleot: 
midine 


<400> 


2232 



23 



25 



aaaagatacg ccacagctc 19 
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<210> 2233 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2233 

tggcgtatct cttgatcttc attgt 25 

<210> 2234 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2234 

acttgcgctc aggaggagca atgaa 25 

<210> 2235 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is biotinylated deoxythy 
midine 

<400> 2235 

aaaagatacg ccacagctc 19 



/ 
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<210> 2236 
<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2236 

tggcgtatct gatctgggtc atct 24 

<210> 2237 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2237 

tggctggggt gttgaaggtc tcaaacaa 2 8 

<210> 2238 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is biotinylated deoxythy 
midine 

<400> 2238 

aaaagatacg ccacagctc 19 



- 1206 - 



<210> 2239 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2239 

acccgtatct gcccaggaag ga 

<210> 2240 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2240 

agtttcgtgg atgccacagg agaccaa 

<210> 2241 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2241 

agtttcgtgg atgctacagg agaccaa 

<210> 2242 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2242 
aaaagatacg ccacagctc 



<210> 2243 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2243 

tggcgtatct ctcaaacatg atct 24 

<210> 2244 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2244 

acgtacatgg ctggggtgtt gaagga 2 6 

<210> 2245 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is biotinylated deoxythy 
midine 

<400> 2245 

aaaagatacg ccacagctc 19 



- 1208 - 



<210> 2246 
<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2246 

tggcgtatct gatctgggtc ate 23 

<210> 2247 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2247 

tggctggggt gttgaaggtc tcaaacaa 28 

<210> 2248 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (18) . . (18) 

<223> The modified nucleotide at this position is biotinylated deoxythy 
midine 

<400> 2248 

aaaagatacg ccacagctc 19 



- 1209 - 



<210> 2249 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2249 

ccgtcacgcc tcgccttggg gttc 

<210> 2250 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2250 

tctgggtcat cttctcgcgg ttga 

<210> 2251 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2251 
gaaccccaag gcgaggcgt 

<210> 2252 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2252 

ccgtcaccgc catgggtcat cttct 



<210> 2253 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2253 
cgcggttggc cttggggtt 

<210> 2254 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2254 

ctggggtgtt gaaggtctca aacatgat 

<210> 2255 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2255 
agaagatgac ccatggcgg 

<210> 2256 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2256 

ctctctcgtc tctcctggaa ga 



<210> 2257 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2257 

atttgatgtt agtggggtct cgca 24 

<210> 2258 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2258 

ctctctcgtc tctgctgaca ate 23 

<210> 2259 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2259 

gcagttggtg gtgcaggatg cata 24 

<210> 2260 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2260 

ctctctcgtc tctaccagga aatg 24 



- 1212 - 



<210> 2261 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2261 

gctgtagccg tattcattgt caa 

<210> 2262 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2262 

ctctctcgtc tcctcctgga ag 

<210> 2263 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2263 

catttgatgt tagtggggtc tcga 

<210> 2264 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2264 

ctctctcgtc tctcctggaa ga 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2265 

atttgatgtt agtggggtct cgca 

<210> 2266 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2266 
tcttccagga gagacg 

<210> 2267 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2267 

ctctctcgtc tcctcctgga ag 

<210> 2268 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2268 

catttgatgt tagtggggtc tcga 



<210> 2269 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2269 

cttccaggag gagacg 16 

<210> 2270 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2270 

ctctctcgtc tctaccagga aatg 24 

<210> 2271 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2271 

gctgtagccg tattcattgt caa 23 

<210> 2272 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2272 

catttcctgg tagagacg 18 



- 1215 - 



<210> 2273 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2273 

atgacgtgac agacctcctg gaagat 26 

<210> 2274 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2274 

atgacgtgac agacctcctg gaagatg 27 

<210> 2275 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2275 

catttgatgt tagtggggtc tcga 24 

<210> 2276 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2276 

catcttccag gaggtctgt 19 



- 1216 - 



<210> 2277 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2277 

atgacgtggc agacctcctg gaagat 

<210> 2278 

<21I> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2278 

catttgatgt tagtggggtc tcga 

<210> 2279 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2279 
atcttccagg aggtctgc 

<210> 2280 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2280 

cagtcacgtc tcttcaggtt ttg 



<210> 


2281 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 2281 

aggcagctct caggtcaggt gtga 


<210> 


2282 


<211> 


15 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 2282 
cttctctcag tagcg 


<210> 


2283 


<211> 


30 


<212> 


DNA 


<213> 


Artificial S equence 


<220> 




<223> 


Synthetic 



<400> 2283 

cgctactgag atgaaggaga cgtgactgta 



24 



is linked to a spacer bearing a Cy3 



15 



- 1218 - 



<210> 2284 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2284 

cgctaatgag atgaaggaga cgtgactgta 

<210> 2285 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2285 

cagtcacgtc tcttcaggtt ttg 

<210> 2286 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2286 

aggcagctct caggtcaggt gtga 

<210> 2287 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



30 



23 



24 



- 1219 - 



<220> 

<223> Synthetic 
<220> 

<221> misc_f eature 
<222> (4) . . (4) 

<223> The residue at this position is linked to a spacer bearing a Cy3 
dye 

<400> 2287 

cttctctcag tagcga 16 

<210> 2288 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2288 

tcgctactga gatgaaggag acgtgactgt a 31 

<210> 2289 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2289 

tcgctaatga gatgaaggag acgtgactgt a 31 

<210> 2290 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2290 

aacgaggcgc acctttacat tttctatcgt atcc 34 



- 1220 - 



<210> 2291 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2291 

ccttccttat cctggatctt ggca 

<210> 2292 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2292 

ggatacgata gaaaatgtaa aggtgcgc 

<210> 2293 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2293 

aacgaggcgc acctttacat tttctatcgt ate 

<210> 2294 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2294 

ccttccttat cctggatctt ggca 



<210> 2295 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2295 

gatacgatag aaaatgtaaa ggtgcgc 27 

<210> 2296 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2296 

aacgaggcgc acctttacat tttctatcg 29 

<210> 2297 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2297 

aacgaggcgc acctttacat tttctatcgt 30 

<210> 2298 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2298 

ccttccttat cctggatctt ggca 24 



- 1222 - 



<210> 2299 

<211> 24 

<212> DNA 

<213> Artificial- Sequence 
<220> 

<223> Synthetic 

<400> 2299 

acgatagaaa atgtaaaggt gcgc 24 

<210> 2300 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2300 

aacgaggcgc acctttacat tttctatcgt 30 

<210> 2301 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2301 

aacgaggcgc acctttacat tttctatcgt u 31 

<210> 2302 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2302 

aacgaggcgc acctttacat tttctatcgt g 31 



- 1223 - 



<210> 2303 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2303 

aacgaggcgc acctttacat tttctatcgt t 31 

<210> 2304 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2304 

ccttccttat cctggatctt ggca 24 

<210> 2305 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2305 

acgatagaaa atgtaaaggt gcgc 24 

<210> 2306 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2306 

gccgcacgcc gctttacatt ttctatcgt 29 



- 1224 - 



<210> 2307 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2307 

ccttccttat cctggatctt ggca 24 

<210> 2308 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2308 

acgatagaaa atgtaaagcg gcg 23 

<210> 2309 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2309 

acgatagaaa atgtaaagcg gcgt 24 

<210> 2310 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2310 

aacgaggcgc acctttacat tttctatcgt atccg 35 



- 1225 - 



<210> 2311 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2311 

ccttccttat cctggatctt ggca 

<210> 2312 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2312 

cggatacgat agaaaatgta aaggtgcgc 

<210> 2313 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2313 

ccgtcacgcc tccttcggag tttggg 

<210> 2314 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2314 

9ggttgtgga gtgagtgttc aagta 



<210> 2315 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2315 
cccaaactcc gaaggaggcg 

<210> 2316 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2316 
ttttctggaa gctttgct 

<210> 2317 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2317 

cgatgccaaa gaccagctgc aaggaag 

<210> 2318 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic 

<400> 2318 

gaagatcaca ggaaagaaat ac 



<210> 2319 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic 

<400> 2319 

gcagcttctt ggga 14 

<210> 2320 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2320 

aacgaggcgc acgttgggtg a 21 

<210> 2321 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2321 

gcagcttctt gggact 16 

<210> 2322 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2322 

aacgaggcgc acgttgggtg ag 22 



- 1228 - 



<210> 2323 
<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2323 

ctccaggtag ttttcctgca cgaaatc 27 

<210> 2324 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2324 

ctcacccaac gtgcgc 16 

<210> 2325 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2325 

agcttcttgg gate 14 

<210> 2326 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2326 

aacgaggege acttgggtga gc 22 



- 1229 - 



<210> 2327 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2327 
gcttcttggg atcc 

<210> 2328 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2328 

aacgaggcgc acttgggtga gca 

<210> 2329 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2329 

caggtagttt tcctgcacga aatga 

<210> 2330 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2330 
tgctcaccca agtgcgc 



<210> 2331 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2331 

tgcaggatca ctgcc 15 

<210> 2332 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2332 

aacgaggcgc accaccaatt cataaca 27 

<210> 2333 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2333 

ggcccttgga ccccaa 16 

<210> 2334 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2334 

tgttatgaat tggtggtgcg c 21 



- 1231 - 



<210> 2335 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2335 
catgcaggat cactgc 

<210> 2336 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2336 

aacgaggcgc accacaccaa ttcataa 

<210> 2337 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2337 
agggcccttg gaccca 

<210> 2338 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2338 

ttatgaattg gtgtggtgcg c 



<210> 2339 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2339 

cctggcgtat ctagggctcc a 21 

<210> 2340 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2340 

gtgttcaggt tttggaggcg gataa 25 

<210> 2341 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2341 

cttggagccc tagatac 17 

<210> 2342 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2342 

cttggagccc tagatacg 18 



- 1233 - 



<210> 2343 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2343 

cttggagccc tagatacgc 19 

<210> 2344 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2344 

cagtcacgtc tcttcaggtt ttg 23 

<210> 2345 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2345 

aggcagctct caggtcaggt gtga 24 

<210> 2346 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2346 

gaggcggata tagggctcca 20 



- 1234 - 



<210> 2347 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2347 

caaaacctga agagacg 17 

<210> 2348 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2348 

aacgaggcgc accctctgtg tg 22 

<210> 2349 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2349 

cacacagagg gtgcgc 16 

<210> 2350 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2350 

aacgaggcgc accctctgtg tg 22 



- 1235 - 



<210> 2351 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2351 

aacgaggcgc accctctgtg tg 22 

<210> 2352 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2352 

gcaaggacca gactgagcag cgta 24 

<210> 2353 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2353 

agcagtaccc ccatg 15 

<210> 2354 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2354 

cacacagagg gaggcg 16 



- 1236 - 



<210> 2355 
<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2355 

aacgaggcgc accttctgga g 

<210> 2356 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2356 
ctggccaagg ag 

<210> 2357 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2357 

gtcctgcatg agatctgtct ga 

<210> 2358 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic 

<400> 2358 
ctccagaagg tgcgc 



21 



12 



22 



15 



- 1237 - 



<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2359 

aacgaggcgc actctgcttc t 

<210> 2360 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2360 
ggagctggcc aa 

<210> 2361 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2361 

tggtgtcctg catgagatct ga 

<210> 2362 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2362 
tccagaagca gagtgcgc 



<210> 2363 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2363 

aacgaggcgc accatgagat ct 

<210> 2364 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2364 
gtctgcttct gga 

<210> 2365 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2365 
gagtctgctg gtgtccctga 

<210> 2366 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2366 
agatctcatg gtgcgc 



<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2367 
tggccaagga gca 

<210> 2368 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2368 

aacgaggcgc acttctggag c 

<210> 2369 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2369 

tcctgcatga gatctgtctg ca 

<210> 2370 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2370 
gctccagaag tgcgc 



<210> 2371 
<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2371 
ggccaaggag cac 

<210> 2372 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2372 

aacgaggcgc actctggagc t 

<210> 2373 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2373 

cctgcatgag atctgtctgc ta 

<210> 2374 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2374 
agctccagag tgcgc 



<210> 2375 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2375 
gccaaggagc acg 

<210> 2376 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2376 

aacgaggcgc acctggagct c 

<210> 2377 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2377 

cctgcatgag atctgtctgc tta 

<210> 2378 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2378 
gagctccagg tgcgc 



<210> 2379 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2379 

cgccgagatc acgccaacga cggtct 

<210> 2380 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2380 

agcccttgag tttaataact tcataggcac 

<210> 2381 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2381 
agaccgtcgt tggcgtgatc 

<210> 2382 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2382 

cgccgagatc acctcaacac cataaaagcc 



<210> 2383 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2383 

cgggagactg aggaatacgt caccacca 

<210> 2384 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2384 

tggcttttat ggtgttgagg tgatc 

<210> 2385 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2385 

ccgtcacgcc tccgaactgc cctag 

<210> 2386 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2386 

gtataatagt cccgacgatc aaagaggc 



<210> 2387 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2387 
ggtccttggg yaggg 

<210> 2388 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2388 
gcggaggctt gacgggatc 

<210> 2389 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > Synthetic 

<400> 2389 

ctctctcgtc tccagggcgt cgtcgg 

<210> 2390 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2390 

ctgtcacaca cgtcggtgct ga 



<210> 


2391 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 2391 
aaaaaggaga cgagagagtg 


<210> 


2392 


<211> 


13 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 2392 
attctctcag act 


<210> 


2393 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 


2393 



20 



13 



caacgcttcc tccg 14 
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<210> 


2394 


<211> 


14 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


misc_f eature 


<222> 


(4) . . (4) 


<223> 


The residue at this 
dye 


<400> 2394 
cgcttctcgc tcgc 


<210> 


2395 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


2395 



14 



cagtctgaga tgaatgatac gagagagt 28 
<210> 2396 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2396 

cagtctgaga tgaatgagac gagagagt 28 
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<210> 2397 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2397 

cggaggaagc agttggaggc gtgacggt 

<210> 2398 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2398 

cggaggaagc agttggtgcg cctcgttaa 

<210> 2399 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2399 

gcggaagaag cggttggtga tctcggcgg 

<210> 2400 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2400 

cggaagaagc agttggaggc gtgacggt 



<210> 2401 
<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2401 

cggaagaagc agttggtgcg cctcgttaa 29 

<210> 2402 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2402 

gcgagagaga cagcgcaaac ctgccgttc 29 

<210> 2403 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2403 

cggaggaagc agttgtccgc gaagatg 27 

<210> 2404 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2404 

cggaagaagc agttggagac gtgactgtgg 30 
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<210> 2405 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2405 

ggagtgagac agcgaaagac tgccgttct 29 

<210> 2406 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2406 

ccgccatcta gggttatgat gcta 24 

<210> 2407 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2407 

ctctctcgtc tccttcacct tcctgtcg 28 

<210> 2408 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2408 

cgacaggaag gtgaaggaga cga 23 



- 1250 - 
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<210> 2409 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2409 

cgacaggaag gtgaaggaga cga 

<210> 2410 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2410 

cgacaggaag gtgaaggaga cgaga 

<210> 2411 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2411 

aacgaggcgc accttcacct tcctgtcg 

<210> 2412 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2412 

aacgaggcgc accttcacct tcctgtcg 



<210> 2413 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2413 

cgacaggaag gtgaaggtgc gcc 

<210> 2414 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2414 

cgacaggaag gtgaaggtgc gcctc 

<210> 2415 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2415 

catcttcgcg gacttcacct tcctgtcg 

<210> 2416 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<40-0> 2416 
cgacaggaag gtgaagtccg 



I t 

<210> 2417 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2417 

cgacaggaag gtgaagtccg eg 

<210> 2418 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2418 

cttgctcccc gtgcttcacc ttcctgtcg 

<210> 2419 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2419 

cttgctcccc gtgcttcacc ttcctgtcg 

<210> 2420 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2420 

cgacaggaag gtgaagcacg gg 



<210> 2421 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2421 

cgacaggaag gtgaagcacg ggga 24 

<210> 2422 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2422 

ctctctcgtc tccacattcc accaccag 28 

<210> 2423 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2423 

ttgtgtaagt cacgcctttc ataat 25 

<210> 2424 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2424 

aacgaggcgc acgaagcagg gtaatgaatc t 31 
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<210> 2425 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2425 

ccactcctga aggctccgca gtc 

<210> 2426 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2426 

ctctctcgtc tcaatgcctg tcgcc 

<210> 2427 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2427 

gcttcagggt ttgtcggaag aagaac 

<210> 2428 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2428 

ctctctcgtc tcgtttgcgg cgatacat 



\ J I j 

<210> 2429 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2429 

cggcttgatc tcttcacggt ccac 24 

<210> 2430 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2430 

ctctctcgtc tcaacttcaa ataccactgt aatct 35 

<210> 2431 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2431 

ctcacgtaat ttgtagccca ccaggagttt c 31 

<210> 2432 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2432 

agattacagt ggtatttgaa gttgagacg 29 
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V .* 

<210> 2433 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2433 

tggtccaaga ccgacagcaa aatcttgag 

<210> 2434 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2434 

cagtcacgtc tcttcaggga gtagcgca 

<210> 2435 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2435 

cccgtggtag gagagcagca eta 

<210> 2436 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2436 

tgcgctactc cctgaagaga eg 



<210> 2437 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2437 

ctctctcgtc tcgcccacca ggatt 25 

<210> 2438 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2438 

ctcccaccag tcgctcacgt aatttgtaa 29 

<210> 2439 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2439 

aatcctggtg ggcgagacg 19 

<210> 2440 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2440 

ttaacttcaa ataccactgt aatcttggtc caagaccg 38 
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{ 



<210> 2441 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2441 

accgaggcgc accaattatt cctaacg 2 7 

<210> 2442 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2442 

gccgtttcca gagtccgatt gatttttga 29 

<210> 2443 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2443 

cgttaggaat aattggtggc g 21 

<210> 2444 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2444 

catcttcgcg gagacatttc ttgatgattc ctt 33 
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<210> 2445 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2445 

aaaggtgtct gggctcgtgc t 21 

<210> 2446 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2446 

aaggaatcat caagaaatgt ctccg 25 

<210> 2447 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2447 

aacgaggcgc accagtttcc tctgtg 26 

<210> 2448 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2448 

gaccagccct gacatgaact tttac 25 
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\ J 

<210> 2449 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2449 
cacagaggaa actggtgcgc 

<210> 2450 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2450 

ctctctcgtc tcgggagggt aataataagg 

<210> 2451 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2451 

gctgcctttt caataatctt atcgaac 

<210> 2452 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2452 

ccttattatt accctcccga gacga 



<210> 2453 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2453 

ctctctcgtc tcgttgtatt ctttaagcca g 

<210> 2454 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2454 

cggtccaggt catccccaga c 

<210> 2455 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2455 

ctggcttaaa gaatacaacg agacga 

<210> 2456 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2456 

ctctctcgtc tcctctggtg gatatgtttg 



I j 



<210> 2457 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2457 

ctaagttttc agggatggat ggttcatgc 

<210> 2458 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2458 

caaacatatc caccagagga gacga 

<210> 2459 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2459 

ctctctcgtc tcaactgtgt gggc 

<210> 2460 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2460 

ttaagatctg tagtctttcc gaac 



<210> 2461 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2461 
gcccacacac ttgagacga 

<210> 2462 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2462 

ccgtcacgcc tcctgttgcc tccc 

<210> 2463 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2463 
agcctccaac ttcacgctgt 

<210> 2464 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2464 
gggaggcaac aggaggcg 



<210> 2465 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2465 

ccgccgagat cactgaagag gatgctgatg g 

<210> 2466 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2466 

acaccacgtt gttggcagag tcaag 

<210> 2467 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2467 

ccatcagcat cctcttcagt gatctcgg 

<210> 2468 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2468 

ccgtcacgcc tcgccttagg gttca 



t j I ,j 



<210> 2469 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2469 

tctgggtcat cttttcacgg ttga 24 

<210> 2470 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2470 

tgaaccctaa ggcgaggcg 19 

<210> 2471 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2471 

gaggggcctc ggtgagc ' 17 

<210> 2472 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2472 

ccgccgagat cacgagttct tgcctttc 2 8 
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<210> 2473 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2473 

ccgccgagat cacgagttct tgcctttc 

<210> 2474 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2474 

ttcacacacg cttttcctgg tatctcc 

<210> 2475 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2475 

gaaaggcaag aactcgtgat c 

<210> 2476 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2476 

ctctctcgtc tcccagaagg ccagt 



<210> 2477 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2477 

ttcttcatct aggacaagtg tggaaccata a 31 

<210> 2478 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2478 

actggccttc tgggagacg 19 

<210> 2479 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2479 

ccgtcacgcc tctttcctca ttctcct 27 

<210> 2480 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2480 

cccaatttcc attctcatta ttctccggaa gtaaatc 37 
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<210> 2481 

<211> 21 

<212> DNA 

<213> Artificial Sequence 

<220> . 

<223> Synthetic 

<400> 2481 

aggagaatga ggaaagaggc g 21 

<210> 2482 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2482 

ccgtcacgcc tctgtctttc ttcgc 25 

<210> 2483 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2483 

gctgcaccgc cacccc 16 

<210> 2484 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2484 

gcgaagaaag acagaggcg 19 
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<210> 2485 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2485 

aacgaggcgc actcttctta ttctcctg 

<210> 2486 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2486 

aacgaggcgc actcttctta ttctcctg 

<210> 2487 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2487 

gtctcaaagt ccaccacagt etc 

<210> 2488 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2488 

caggagaata agaagagtgc gc 



<210> 2489 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2489 

ccgtcacgcc tctcttctta ttctcc 

<210> 2490 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2490- 

ccgtcacgcc tctcttctta ttctcc 

<210> 2491 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2491 

gtctcaaagt ccaccacagt etc 

<210> 2492 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2492 
ggagaataag aagagaggcg 



<210> 2493 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2493 
tgggatgggt cctgggc 

<210> 2494 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2494 

gaacggcagg tttggcactc ttggcatt 

<210> 2495 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2495 
caggtaggcg taggtcttga 

<210> 2496 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2496 

aatgccaaga gtgccaaacc tgc 



17 



28 



20 



23 
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<210> 2497 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2497 

ggctctgtgc tgggcta 17 

<210> 2498 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2498 

ccgtcacgcc tcccgactcc gtct 24 

<210> 2499 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2499 

cgggtgcagc gcagcatt 18 

<210> 2500 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2500 

agacggagtc gggaggcg 18 



- 1273 - 



<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2501 

ccgtcacgcc tctgtcactt gatcgttct 

<210> 2502 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2502 

tggcctcata aactccgtat tttagcaag 

<210> 2503 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2503 

agaacgatca agtgacagag gcg 

<210> 2504 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2504 

ccgccgagat cacgtgtcct acgtttagaa g 



i ) 



<210> 2505 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2505 

cacatgtaca ataccctcct gcattttttc aatc 34 

<210> 2506 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2506 

cttctaaacg taggacacgt gatctcgg 2 8 

<210> 2507 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2507 

ccgtcacgcc tctcttctga atcttgc 27 

<210> 2508 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2508 

ctggcacttg ttgcggttct a 21 



- 1275 - 



<210> 2509 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2509 

gcaagattca gaagagaggc g 

<210> 2510 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2510 

agctgcgctc acacttctcg t 

<210> 2511 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2511 

ccgtcacgcc tctcttctga atcttg 

<210> 2512 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2512 

ctggcacttg ttgcggttct a 



21 



21 



26 



21 
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<210> 2513 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2513 
caagattcag aagagaggcg 

<210> 2514 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2514 

cagctgcgct cacacttctc gt 

<210> 2515 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2515 

ccgtcacgcc tctcttctga atctt 

<210> 2516 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2516 

cctggcactt gttgcggttc ta 



<210> 2517 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2517 

gcagctgcgc tcacacttct cgt 2 3 

<210> 2518 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2518 

aacgaggcgc acggtaggca ttgtaga 27 

<210> 2519 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2519 

ccttcttttt ggtcatgttg aagtttttca c 31 

<210> 2520 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2520 

tctacaatgc ctaccgtgcg c 21 



- 1278 - 



<210> 2521 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2521 

tgtgcttgga gaaggccttc a 

<210> 2522 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2522 

ccgtcacgcc tcgccacttg tttttca 

<210> 2523 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2523 

ccatgcccat aaagagcctt taacagga 

<210> 2524 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2524 

tgaaaaacaa gtggcgaggc g 



<210> 2525 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2525 

ccgtcacgcc tctttatgcc ttttgtga 

<210> 2526 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2526 

tgcccattag tccaacaaag gaatctgta 

<210> 2527 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2527 

tcacaaaagg cataaagagg eg 

<210> 2528 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2528 

gagatctgac catgcccata aagagee 



28 



29 



22 
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<210> 2529 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2529 

aacgaggcgc acgctggcaa acttgt 

<210> 2530 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2530 

cctttctgtc tttggagact tgcatca 

<210> 2531 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2531 
acaagtttgc cagcgtgcgc 

<210> 2532 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2532 

acaactccat caacactgtg ctttgctg 



<210> 2533 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2533 

aacgaggcgc actctaggaa gtggca 

<210> 2534 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2534 

gtgctgggca atatgtctgt agagcg 

<210> 2535 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2535 
tgccacttcc tagagtgcgc 

<210> 2536 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2536 
gccaggctgg aaggagc 



26 



26 



20 



17 
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<210> 2537 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2537 

ccgccgagat caccgtctca gtttggt 27 

<210> 2538 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2538 

cgagtagtga catggtaaaa gttgtttgta ttggct 3 6 

<210> 2539 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2539 

accaaactga gacggtgatc tc 22 

<210> 2540 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2540 

ccgccgagat caccacgttc acgggtt 27 



- 1283 - 
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<210> 2541 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2541 

gggagatcca gtccactaat cca 23 

<210> 2542 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2542 

aacccgtgaa cgtggtgatc t 21 

<210> 2543 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2543 

gggactgtcg ggacttcagg 2 0 

<210> 2544 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2544 

gaacggcagg tttggggaat tttctttatt tctt 34 



- 1284 - 



<210> 2545 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2545 

attccttcgc ccagggtgat g 

<210> 2546 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2546 

aagaaataaa gaaaattccc caaacctg 

<210> 2547 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2547 
cttttgtccc cagcagtgt 

<210> 2548 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2548 

aacgaggcgc acggtggtgt tggga 



21 



28 



19 



25 
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<210> 2549 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2549 

gcctcatagc atcgcagagg tgt 23 

<210> 2550 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2550 

tcccaacacc accgtgcgc 19 

<210> 2551 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2551 

cagagggcac ggtgcatgtt gt 22 

<210> 2552 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2552 

gaacggcagg tttgtcagca gaccgc 2 6 



- 1286 - 
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<210> 2553 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2553 

gagaggccaa agtgagacca tgtgaaagaa 

<210> 2554 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2554 

gcggtctgct gacaaacctg c 

<210> 2555 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2555 
catggatcgg catggcccc 

<210> 2556 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2556 

aacgaggcgc acggtgtagg gggg 



f .1 



<210> 2557 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2557 
gccctgctca caggcaat 

<210> 2558 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2558 
cccccctaca ccgtgcgc 

<210> 2559 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2559 

ccgtcacgcc tcgtcagtgc cttttc 

<210> 2560 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2560 

cacctggcgg atcacttcca tgt 



18 



18 



26 



23 
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<210> 2561 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2561 

gaaaaggcac tgacgaggcg 2 0 

<210> 2562 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2562 

ccgtcacgcc tccctcatcc tcact 25 

<210> 2563 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2563 

actctgactc tgtgtcatag ctctt 25 

<210> 2564 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2564 

agtgaggatg agggaggcg 19 
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<210> 2565 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2565 

aacgaggcgc acggttttct agtgtca 27 

<210> 2566 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2566 

ctcactctct ggcagcatct gaat 24 

<210> 2567 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2567 

tgacactaga aaaccgtgcg c 21 

<210> 2568 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2568 

gctggcccag ctgc 14 



- 1290 - 



\ i 



<210> 2569 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2569 

ccgccgagat cacggttatg cgctg 

<210> 2570 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2570 
ccagggggag gtggtc 

<210> 2571 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2571 
gcagcgcata accgtgatct 

<210> 2572 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2572 

ctcctctttc agcttgatgc tgg 



1 } 



<210> 2573 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2573 

gaacggcagg tttgggtggt ggttatgcg 

<210> 2574 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2574 

agagggaaac atccaggggg ag 

<210> 2575 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2575 

cgcataacca ccacccaaac ctgc 

<210> 2576 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2576 

ccgccgagat cacgagatgc tgtatccc 



I } 



<210> 2577 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2577 

ggtcaggttg ctgaagacca tgttg 

<210> 2578 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2578 

gggatacagc atctcgtgat ct 

<210> 2579 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2579 

ccgtcacgcc tctgagcaca tccacg 

<210> 2580 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2580 

acatagtctc tgccgctgtc tta 



<210> 2581 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2581 
cgtggatgtg ctcagaggcg 

<210> 2582 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2582 
tacacagtgg ccaggtcctt 

<210> 2583 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2583 

gaacggcagg tttgtcccaa ggcgg 

<210> 2584 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2584 

gtcaaggagc tttaggttta gctgttta 



<210> 2585 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2585 

gtcaaggatc tttaggttta gctgttta 

<210> 2586 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2586 

gtcccagttg tcaaggatct ttaggtttag ctgttta 

<210> 2587 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2587 
ccgccttggg acaaacctg 

<210> 2588 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2588 

agccttcaaa ctgggacaca tagtctc 
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<210> 2589 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2589 

ccgccgagat cacttctgtc tcctt 

<210> 2590 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2590 
ctcctgcctc aggccg 

<210> 2591 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2591 
aaggagacag aggtgatct 

<210> 2592 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2592 

ttccaggtta tcccagaact cc 



25 



16 



19 



22 
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<210> 2593 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2593 

agaacggcag tctttctgtt ttcccaagg 

<210> 2594 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2594 

ccagttgtca aggagcttta ggtttagt 

<210> 2595 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2595 

ccttgggaaa acagaaagac tgc 

<210> 2596 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2596 

cggagccttc aaactgggac acatagt 



<210> 2597 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2597 

agaacggcag tctttagaat aggcgatctg t 

<210> 2598 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2598 

cactcaggtc tatgcttgtg get 

<210> 2599 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2599 

acagatcgcc tattctaaga ctg 

<210> 2600 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2600 

99gatgtcga acagctggag aagattct 



I J 



<210> 2601 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2601 

ccgtcacgcc tcctttacat tttctatcgt atccg 

<210> 2602 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2602 

ccttccttat cctggatctt ggca 

<210> 2603 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2603 

cggatacgat agaaaatgta aaggaggcg 

<210> 2604 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2604 

cgccgagatc acctttacat tttctatcgt atccg 
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<210> 2605 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2605 

ccttccttat cctggatctt ggca 24 

<210> 2606 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2606 

cggatacgat agaaaatgta aaggtgatc 2 9 

<210> 2607 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2607 

catcttcgcg gactggatct tggcc 25 

<210> 2608 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2608 

gctgatcagg aggaattcct tccttatct 29 



- 1300 - 



<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2609 
ggccaagatc cagtccg 

<210> 2610 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2610 

ctctctcgtc tcttacattt tctatcgtat ccga 

<210> 2611 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2611 

ctctctcgtc tctttacatt ttctatcgta tccg 

<210> 2612 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2612 

ctctctcgtc tcctttacat tttctatcgt atccg 



- 1301 
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<210> 2613 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2613 

ctctctcgtc tccctttaca ttttctatcg tatc 34 

<210> 2614 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2614 

ctctctcgtc tcgcctttac attttctatc g 31 

<210> 2615 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2615 

ggaattcctt ccttatcctg gatcttga 28 

<210> 2616 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2616 

ggaattcctt ccttatcctg gatcttggc 29 
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<210> 2617 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2617 

ccttccttat cctggatctt ggca 

<210> 2618 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2618 

ttccttatcc tggatcttgg cca 

<210> 2619 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2619 

tccttatcct ggatcttggc eta 

<210> 2620 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2620 

ccgtcacgcc tcccttctgg atgttgta 



<210> 2621 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2621 
ccaggtgcag ggttgacta 

<210> 2622 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2622 

tacaacatcc agaagggagg eg 

<210> 2623 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2623 

cgccgagatc acccttctgg atgttgta 

<210> 2624 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2624 
ccaggtgcag ggttgacta 



19 



22 



28 



19 
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<210> 2625 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2625 

tacaacatcc agaagggtga tc 

<210> 2626 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2626 

ccgtcacgcc tcccttctgg atgttgtaat 

<210> 2627 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2627 
ccaggtgcag ggttgacta 

<210> 2628 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2628 

attacaacat ccagaaggga ggcg 



I ) 



<210> 2629 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2629 . 

ccgtcacgcc tcccttctgg atgttgtaat c 

<210> 2630 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2630 
ccaggtgcag ggttgacta 

<210> 2631 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2631 

gattacaaca tccagaaggg aggcg 

<210> 2632 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2632 

aacgaggcgc acatgttgta atcagagagg g 



! J 

<210> 2633 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2633 

tgcagggttg actctttctg ga 

<210> 2634 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2634 

ccctctctga ttacaacatg tgcgc 

<210> 2635 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2635 

catcttcgcg gaccttctgg atgttgta 

<210> 2636 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2636 

ggaccaggtg cagggttgac tt 



22 



25 



28 
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<210> 2637 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic ' 

<400> 2637 

tacaacatcc agaaggtccg 20 

<210> 2638 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2638 

catcttcgcg gacttcacgt tctcgatgg 29 

<210> 2639 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2639 

ccctctttat cctggatctt ggca 24 

<210> 2640 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2640 

ccatcgagaa cgtgaagtcc gcg 2 3 
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